logo

NTDB id 1162894 ABNROO RS11440 WP 252295581.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 1162894 ABNROO RS11440 WP 252295581.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 1162894 ABNROO RS11440 WP 252295581.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 1162894 ABNROO RS11440 WP 252295581.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 1162894 ABNROO RS11440 WP 252295581.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 1162894 ABNROO RS11440 WP 252295581.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 1162894 ABNROO RS11440 WP 252295581.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

PLTRLE AT AL AL RO AR AR VLA AL

MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI

MEYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI
N

L RRLDLRRN AR LA LA LR R R

\
PELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILG

PELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILG
PLL e e e rrrrrrrrrrrrrrrrrrnd

R o LR ERIER T e VL DAL

LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPSGM

LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPSGM
Prrr e e e rrrrrrrrrrrrrrrrrrrnd

AR TR £t R LTI )

HWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIERETPVFEEGGRDTLLHALQTDIQNLKMPSEgYV|
HWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIERETPVFEEGGRDTLLHALQTDIQNLKMPSENV
P e e rrrrrrrrrrrrrrrr 1

. A S ARLQLOHLN ok DDA AL

GSVNTEDGSTI IVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQALPYSVSDVK
GSVETIDGSI[®MIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQALPYSVSDVK

REEEALE VOLLEREE UL LD ) VR LD T

ISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGGTDQLFTWKQA
ISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGGTDQLFTWKQA
PLLE bbb r e e bbbttt

AR 1L O AT A A LA AT AR L L

ADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLETLFQAGPDDQK
ADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLETLFQAGPDDQK
DL e rrrrrrrrrrrrrrrrrnd

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 1162894 ABNROO RS11440 WP 252295581.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 1162894 ABNROO RS11440 WP 252295581.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 1162894 ABNROO RS11440 WP 252295581.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 1162894 ABNROO RS11440 WP 252295581.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 1162894 ABNROO RS11440 WP 252295581.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 1162894 ABNROO RS11440 WP 252295581.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 1162894 ABNROO RS11440 WP 252295581.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

NGRS TLEREL AT OOSE LR F 1 R LR

AVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDFPRN
AVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDFPRN
1

V'
\
[ | e I e e O O o A A A e e A e e R N e e

THAAEDL o A DRRR LA AT R e L LTV T TR

TKAAVEDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAAMTGTNSRQLAQ
TKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAAMTGTNSRQLAQ

1 ARERRE 0 TR e A D WL

NWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTPEPPQPFFDQPVENAEPVAEIGQDEFIRFWRNPVKVWLQQL
NWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTPEPPQPFFDQPVENAEPVAEIGQDEFIRFWRNPVKVWLQQL
Prrr e e e e rrrrrrrrrrrrrrrrrrrnd

bl A AR AT R STAN RELL  ELHLLORTAG L

AWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQQSFQTAAKQIDTRVLNSP

AWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQQSFQTAAKQIDTEIVLNSP
Pt et rrr e rrrr et et r e o rrnnd

L SAIUILR SOEAY A e S RFIE A

KLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAETRQTFIVQSGETEVLAETAQ
KLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAETRQTFIVQSGETEVLAETIAQ
Prrr e e e e e rrrrrrrrrrrrrrrrrrrnd

ALY AEEN AR AT AGAERRD) LA A S Y L

DRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGSKVSKGQKDYTEVALVFGNASQNPL
DRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGSKVSKGQKDYTEVALVFGNASQNPL
L bbb e bbb et

TR A

EQPLFENLARLLADTLAAAEKREGTGAA
EQPLFENLARLLADTLAAAEKREGTGAA
N

1068
1068

640
640

720
720

800
800

880
880

960
960

1040
1040



(>4 ES

non conserved
similar
>50% conserved



