
logo MNTLQKGFTL I ELMIV IA IVGI LAAVALPAYQDYTARAQVSEAI LLAEGQKSAVTEYYLNHGI
KWPEKDNNTSAGVASAPPSTDTI

NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.STI 79
NTDB id 1162881 ABNR90 RS08960 WP 252295723.1 ................................................................................ 0
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTDI 80
consensus ************************************************************** ** ******** * *

logo KGKYVKQEKVEVAKKNGVVTAQTMALNSTSNGVNNKE IKQDGKKLSLWGARKRQENDGSVKWFCGQPVKTRATGDDNDDTVADANKDGNKAE IDTKHLPSTC
NTDB id 1109 OK783 RS10670 WP 157147416.1 KGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDNDDTVADAN..NAIDTKHLPSTC 157
NTDB id 1162881 ABNR90 RS08960 WP 252295723.1 ..................MNSSNVNKEIQGKKLSLWAKREDGSVKWFCGQPVKRTGDNDDTVADAKDGKEIDTKHLPSTC 62
NTDB id 1119 NGFG RS11465 WP 017147169.1 KGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRA..DDDTVADAKDGKEIDTKHLPSTC 158
consensus ***** *** ***** ! !**!!*!!**!!!!!!**!**!!!!!!!!!!!*!****!!!!!!!*****!!!!!!!!!!

logo RDEKSASADTAK
NTDB id 1109 OK783 RS10670 WP 157147416.1 RDESSAT. 164
NTDB id 1162881 ABNR90 RS08960 WP 252295723.1 RDKASDAK 70
NTDB id 1119 NGFG RS11465 WP 017147169.1 RDKASDAK 166
consensus !!**!***
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