
logo MNKTLKRQRVFRHTALYATAI LMFSHTGGGGGAMAQTHKQYAI IMNERKNQLPEVKGWKNDGQYNSQTSAI
LKDKDSRERKTF ISHYNTKSDQKRGNGGLG

NTDB id 1162872 ABNR90 RS06465 WP 348676075.1 MNKTLKRRVFRHTALYTAILMFSHTGGGGGAMAQTHQYAIIMNERKQPEVKWKDQYNQSALKDKSRERTFSHTSQKNGLG 80
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGG.GGAMAQTHKYAIIMNERNQLEVKGNGQYST..IKDKDRERKFIYNKDRGGGG 77
consensus !!!!!!! !!!!!!!! !!!!!!!!!!*!!!!!!!! !!!!!!!! !*!!! !! ***!!! !!! ! * * ! !

logo

ITSNF
S
I
V
F
SFDNNNTDETLVSQQRSGTAVFGTATYLPPYGKVSGFDATADEGLNQKRGNNAVDNWIHTTQRAPGLAGYAGYTDGI

V
I
RCGRSTKNDQCPKQL

NTDB id 1162872 ABNR90 RS06465 WP 348676075.1 ITSNFISFNNNDELVSQQSGTAVFGTATYLPPYGKVSGFDTAELNKRGNAVNWIHTTRPGLAGYGYTGIRCGSTKDCPKL 160
NTDB id 1090 CAA90909.1 1..3114( ) ....SVFFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRS.NQCPQL 152
consensus **** * ! ! ! !!!!! !!!!!!!!!!!!!!!!!!!!! !*!! !!! !!!!! *!!!!!*!! * ! !* !! !

logo

T
VYEKTKRFSFDGNI

P
D
GLALKNTARGGSLDRHPTDEPSRENSP IYKLKDHYPWLGVSFNLGGSEGNTAVKDGKRSFSNSKL IVSSFDSEGNNSNNSNQNTI

LVSY
NTDB id 1162872 ABNR90 RS06465 WP 348676075.1 TYKTRFSFDNPDLLKTRGGLDRHTEPSRENSPIYKLKDYPWLGVSFNLGGEGTAKDGRSSSKLVSSFDENNSNSNQNLVY 240
NTDB id 1090 CAA90909.1 1..3114( ) VYETKFSFDGIGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGN..NNQTIVS 230
consensus ! !*!!!! * ! ! ! !!!!**!!!!!!!!!!!!!*!!!!!!!!!! ! ! !!!*! !!*!!! ! !** !! *!

logo TTERDGHRS I SLSDNWKQQREHTTAMAYYLNAKLHLLDKKGI EKDIATQGKTVDRLGTVLKRPRS IVDEAVKTTVQRNTGLRGSEGI
LLNFWASKTWDKI EKDKNGNQI

NTDB id 1162872 ABNR90 RS06465 WP 348676075.1 TTEDHRISLSNWQQETTAMAYYLNAKLHLLDKKGIKDIT.GKTVRLGVLKPSIDVKTQNTGLSGILNFWSKWDIKDNGQI 319
NTDB id 1090 CAA90909.1 1..3114( ) TTRGHSISLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVR...RGELLNFWATWKIEDKGNI 307
consensus !! ! !!!! ! !*!!!!!!!!!!!!!!!!!!! !! *!!!! !! !*! ** *** *!!!! ! ! ! !*!

logo

P
TVKRLGLPEVKAGRC I

VNEKAPNPNKPNATKQAPSPALTAPALWFGPGVKQDNGKAVEQMYSASVSTYPDGSSSSR I FYLQENLKRTKQTDPAGKRPGR
NTDB id 1162872 ABNR90 RS06465 WP 348676075.1 PVKLGLPEVKAGRCINEPNPNKNTQAPSPALTAPALWFGPGQNGKVQMYSASVSTYPGSSSSRIFLQELKTQTDPARPGR 399
NTDB id 1090 CAA90909.1 1..3114( ) TVRLGLPEVKAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGR 387
consensus *!*!!!!!!!!!!!*! *!!!*! !!!!!!!!!!!!!!! !! !!!!!!!!!! !!!!!!*!! !! !!!**!!!

logo HSLAEATLNTAENRDIKSREPNFNTGSRQTI
V IRLNPGGVRYER IGKLPDTRNNNTEGI

VVGNFLNGNDGKNNDTFGIVYKDLRGLVETPDETVDSEWAKKVLLPWTV
NTDB id 1162872 ABNR90 RS06465 WP 348676075.1 HSLAALNARDIKSREPNFNSRQTVIRLPGGVYRIGPTR..NGIVGLNGNDGKNDTFGIYKDRLVTPEVDEWAKVLLPWTV 477
NTDB id 1090 CAA90909.1 1..3114( ) HSLETLTENDIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTV 467
consensus !!! ! !!!!!!!!! !!!*!!!*!!! ! * !** *! !!!!! !!!!!! !! ! !* !! !!!!!!!!

logo RGYFYAGDNDDNI
KFKATFNKQEPENNKNKQDSDNKKPKQYSQKYR I

SRTKEDDNNDKGKEPRDNLGDIVNSP IVAVGEGYLATSANDGMVHI
LFKQRNSGGTDNKQR

NTDB id 1162872 ABNR90 RS06465 WP 348676075.1 RYYGNDDIFKTFNQPNNKKQSDKKQYSQKYRIRTKEDDNDKPRDLGDIVNSPIVAVGGYLATSANDGMVHLFKRNGTNQR 557
NTDB id 1090 CAA90909.1 1..3114( ) RGFADDNKFKAFNKEENN..DNKPKYSQKYRSR...DNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKR 542
consensus ! ** ! !! !! * ! ** !* !!!!!! !***! ! *! !!!!!!!!!!!!! !!!!!!!!!!!!*!! ! !



logo

G
SYENLKLSYIPGTMEPRKDI EQNQTDESTLAKDELVRTFAEKGYVGDRYGVDGGFVLRKR I

V
D
T
D
N
DL
Q
D
N
G
KQKNHRFVFMFGAMGFLGGRGAYALD

NTDB id 1162872 ABNR90 RS06465 WP 348676075.1 GYELKLSYIPGTMERKDIENQDSTLAKELRTFAEKGYVGDRYGVDGGFVLRRITDDQDKQKHFFMFGAMGLGGRGAYALD 637
NTDB id 1090 CAA90909.1 1..3114( ) SYNLKLSYIPGTMPRKDIQNTESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDN.LNGQNRVFMFGAMGFGGRGAYALD 621
consensus ! !!!!!!!!!!*!!!! ! *!!!!!**!!!!!!!!!!!!!!!!!!!!!!** * ! * !!!!!!! !!!!!!!!!

logo LTKADGSNSDNPTAVSLFDVKDNGNGNNGNNSNNSNNSNNSNNGSNNRSVEQLGYTVGTPQIGKTHDNGKYAAFLASGYATKETI IDTDSGQDQN
NTDB id 1162872 ABNR90 RS06465 WP 348676075.1 LTKADSNNPTAVSLFDVKNGNNGNNSNNSNNSNNSNNSNNSVQLGYTVGTPQIGKTHNGKYAAFLASGYATKTI.DDQQN 716
NTDB id 1090 CAA90909.1 1..3114( ) LTKADGSDPTAVSLFDVKDNG..............NNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDN 687
consensus !!!!! !!!!!!!!!! **************!! !! ! !!!!!!!!!!!!!! !!!!!!!!!!!!!! !* !

logo KTALYVYDLEGSNSGTNNTL IKKIDEVPGGKGGLSSPTLVDKDLDGI
TVDIAYAGDRGGNMYRFDLSSDQDNPQSQSWSTVRTI FEGTKP

NTDB id 1162872 ABNR90 RS06465 WP 348676075.1 KTALYVYDLESSG..TLIKKIDVPGGKGGLSSPTLVDKDLDGIVDIAYAGDRGGNMYRFDLSSDNPSSWTVRTIFEGTKP 794
NTDB id 1090 CAA90909.1 1..3114( ) KTALYVYDLEGNGTNNLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKP 767
consensus !!!!!!!!!! !** !!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!! ! !*!!!!!!!!!!

logo ITSAPAI
VSQRLAKDKRVVI FGTGSDLSEEDVDVGNKMDEEQQYIYGI FDDDKTAGTGTGTTVKVTVNVFQNSDGSTGGGLLEQTVLRTKRDNDENKI

TLFL ITDN
NTDB id 1162872 ABNR90 RS06465 WP 348676075.1 ITSAPAVSRLADKRVVIFGTGSDLSEEDVVGKDQQYIYGIFDDDKGTGTVKVTVQNGTGGGLLEQTLTK..ENKILFLIN 872
NTDB id 1090 CAA90909.1 1..3114( ) ITSAPAISQLKDKRVVIFGTGSDLSEEDVDNMEEQYIYGIFDDDTATTGT..VNFSDSGGGLLEQVLRRDNDNKTLFLTD 845
consensus !!!!!!*! ! !!!!!!!!!!!!!!!!!! * !!!!!!!!!! *! ** *!!!!!!! ! ****!! !!!

logo

N
YKARSDGGSAGDNKGWVVKLKRDEGEQRVTVKPTVVLRTAFVTIHRKYTGNTDKCDGAEQTAI LG INTADGGAKLTKPKRSARP IVPEGADNTAQVA

NTDB id 1162872 ABNR90 RS06465 WP 348676075.1 NKASGGSADKGWVVKLREGERVTVKPTVVLRTAFVTIRKYTGNDKCDAQTAILGINTADGGALTPRSARPIVPGD..QVA 950
NTDB id 1090 CAA90909.1 1..3114( ) YKRSDGSGNKGWVVKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVA 925
consensus ! ! !!* !!!!!!!**! !!!!!!!!!!!!!!!!!*!!!! !!! ! !!!!!!!!!!!! !!**!!!!!!! ** !!

logo QYSGHKKGMTNGKS IP IGCMQWKNSNSEKI
TVCPNGYVYDKPVNVRYLDEKKTDDGFPSTVTADGDAGGSGI

T
D
F
K
P
A
EGKKRPSAGKRNNRCFSGQK

NTDB id 1162872 ABNR90 RS06465 WP 348676075.1 QYSGHKK.MNGKSIPIGCMWKNSKTVCPNGYVYDKPVNVRYLDEKKTDDFPVTADGDAGGSGTFKEGKKPARNNRCFSGK 1029
NTDB id 1090 CAA90909.1 1..3114( ) QYSGHKKGTNGKSIPIGCMQKSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQK 1005
consensus !!!!!!!* !!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!! !* !!!!!!!!!! * !!****!!!!!! !

<0

logo GVRTLLMNDLDSLDITGPMTCGI
MKR I

LSWREVFFYO
NTDB id 1162872 ABNR90 RS06465 WP 348676075.1 GVRTLLMNDLDSLDITGPMCGIKRLSWREVFF. 1061
NTDB id 1090 CAA90909.1 1..3114( ) GVRTLLMNDLDSLDITGPTCGMKRISWREVFY* 1037
consensus !!!!!!!!!!!!!!!!!! !!*!!*!!!!!!*



X non conserved

X similar

X ≥ 50% conserved


