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NTDB id 1162763 ABGT73 RS01710 WP 346668126.1 MPRPGRMTTERARDFQGTLRQLLKALGRYKISLGVVVVFAVLSTIFNIAGPKVLAQATTALATGWVAKLRGTGSIDFVFI 80
NTDB id 370 SMU RS04260 WP 002263294.1 ..........MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA......GKIDLDKI 64
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NTDB id 1162763 ABGT73 RS01710 WP 346668126.1 GRILLILLGMYLLSSAFSFVQSWLMSGLSQKVCYDFRRQISEKINRLPLAYFEKRTVGEVLSRITNDVDTLGQSLNQSIT 160
NTDB id 370 SMU RS04260 WP 002263294.1 GEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLV 144
consensus ! ! ! ! *! !* !***! ! !! * ! ! *!!!**!! !!* ** !* !!!*!!!!! * !! !!!*
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NTDB id 1162763 ABGT73 RS01710 WP 346668126.1 QLITSVTTMIGVLIMMLSISARMTLIALLILPVSLALVMVVVHFSQRFFKAQQATLGVVNGQVEEVYAGHNVIKAFNREQ 240
NTDB id 370 SMU RS04260 WP 002263294.1 SMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQ 224
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NTDB id 1162763 ABGT73 RS01710 WP 346668126.1 AVLDDFNTANDQLYASAWKSQFLSGLMMPIMNFVGNLGYVAVAIVGSIFAAGGLITIGDIQAFIQYVKNFTQPIQQLSQV 320
NTDB id 370 SMU RS04260 WP 002263294.1 QSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQG 304
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NTDB id 1162763 ABGT73 RS01710 WP 346668126.1 SNMLQSMAAAAERVFEFLAEEEEDQTADPARRADPATIDGQVTFDHVKFGYTPEKTVIRDFSCKVQPGQKVAIVGPTGAG 400
NTDB id 370 SMU RS04260 WP 002263294.1 ITQLQSANAAMGRVFEFLDEEEIEDENHK..VKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAG 382
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NTDB id 1162763 ABGT73 RS01710 WP 346668126.1 KTTMVKLLMRFYDVDSGSITLNGHDVRDFDRSALREGFGMVLQDTWLFQGTIMENIRYGRLDATDEEVIAAAKAAGADHF 480
NTDB id 370 SMU RS04260 WP 002263294.1 KTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHF 462
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NTDB id 1162763 ABGT73 RS01710 WP 346668126.1 IRTLPGGYQMELNEDASNVSQGQKQLLTIARTILADNRILVLDEATSSVDTRTEQRIQAAMDRLMQGRTSFIIAHRLSTI 560
NTDB id 370 SMU RS04260 WP 002263294.1 IKTLPKGYDTVLD.DSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTI 541
consensus !*!!! !! ! *! *! !!!!!!!!!! *! ! **!*!!!!!!!!!!!!! !! !!!*!! !!!!!*!!!!!!!!



logo RNADL I LVMRDGDNI IVEQGSTHDEQLMAEAEGNGFYADLYNSQFETDEEVTVA
NTDB id 1162763 ABGT73 RS01710 WP 346668126.1 RNADLILVMRDGDIVEQGTHDELMEAGGFYADLYNSQFEDVTA 603
NTDB id 370 SMU RS04260 WP 002263294.1 RNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!!!!!!!!!! !*!!!*!! !! !!!!!!!!!!! * !
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