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NTDB id 1162748 ABGT36 RS06090 WP 346677215.1 MGNQKRNGPKFGHGGMRGNNEKAKDFKGTLTKLFKYLRPYYFKLVVVILFAAASTVFSIVGPKILAKATDKLSEGVLAKV 80
NTDB id 370 SMU RS04260 WP 002263294.1 .....................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGL.... 55
consensus ********************* ! !* * *!!**! * **! !* ***!! ! !! ** !*****
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NTDB id 1162748 ABGT36 RS06090 WP 346677215.1 AGTGGIDFEYIGHIIFILVCLYLVSALFSYIQGFITSTVSQRVAFDLRTSISKKMDRMPLSYFDRHTSGDILSRVTNDID 160
NTDB id 370 SMU RS04260 WP 002263294.1 ..AGKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVD 133
consensus ** ! !! * !!*! ! *!! !! !! !! !!* !* !! ! !* **!! !!! !* !! !!!!!!!*!
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NTDB id 1162748 ABGT36 RS06090 WP 346677215.1 TIAQSLNQSMSQVITSSVTVVGIFIMMLTISPIMTLIAVCVLPVSVILIGFVMKHSQKYFARQQAALGDVNGHIEEMYGG 240
NTDB id 370 SMU RS04260 WP 002263294.1 LMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSG 213
consensus * !! !!!* ** * **! !!* * * !** ** *! *! *!!* ! *!!! !*!! !**!!*! !
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NTDB id 1162748 ABGT36 RS06090 WP 346677215.1 HNVVKAFNGEEASVKQFNEYNDVLYESAWKSQFFSGLMQPITGFVGNVGYVAVCLLGGMLASGNTITIGDIQAFIQYVRQ 320
NTDB id 370 SMU RS04260 WP 002263294.1 HNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRI 293
consensus !!!! *!* ! !!! !! !* ! !!!!!!!!*! !* !*!! !!! !!**!* *! !!*! ! !!* !!!
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NTDB id 1162748 ABGT36 RS06090 WP 346677215.1 FNQPISQLAQTMNMLQSTAAAAERVFEFLDEEELAQETPKITSEEVSNIEGSVTFADVNFGYLKDQTIIHNFSLHVHSGQ 400
NTDB id 370 SMU RS04260 WP 002263294.1 FTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVK..QLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQ 371
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NTDB id 1162748 ABGT36 RS06090 WP 346677215.1 TVAIVGPTGAGKTTIVKLLMRFYELNKGSIMIDGKDIRDFSRHDLRSLFGMVLQDTWLFNGTIKENLVYGKLDASDEEIQ 480
NTDB id 370 SMU RS04260 WP 002263294.1 KIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVI 451
consensus *!!!!!!!!!!!!!! !!!!!!!* *! ! !!! !*! *!**** !*!!!!!!!!! !!*!!!!*! * *!! *
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NTDB id 1162748 ABGT36 RS06090 WP 346677215.1 EACKIAYVDHFVQTLENGYETIIDEESSNISQGQKQLLTIARAFLKNPKILILDEATSSVDTRTEVLIQKGMEKLMEGRT 560
NTDB id 370 SMU RS04260 WP 002263294.1 AAAKAVGVHHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRT 530
consensus !*! !*!!* !!* !!*!**!**! *! !!!!!!!!!!! !! ***!!!!!!!!!!!!!!! !!!**!**!!!!!!



logo SFVIAHRLSTIRDNADLTI ILVMKRDGDNI IVELQGNSHDDQL IMAEKNGFYADSLYNRSQFETEGEVSVAQ
NTDB id 1162748 ABGT36 RS06090 WP 346677215.1 SFVIAHRLSTIRDADTIIVMKDGDIVELGNHDDLIAKNGFYASLYRSQFEGVSQ 614
NTDB id 370 SMU RS04260 WP 002263294.1 SFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!!!!!!!!!! !! !*!!*!! !*! ! !! !*! !!!!! !! !!!
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