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L ITGVLLAVAL ILL ILVLLSATGGSRYVYSIGKKQLMGPRSAPNSLPDKLTGNMLTQSNQVKRKAQGAQSNETAPNSQKALASESVLTDSAVKQSQLIGKGS IL

NTDB id 1162706 ABGT34 RS04715 WP 278852445.1 MAKRKRKKQKVTPSQVIITVLAAILIVLAGGRVSGKLGR....LDLGMTQNVRAGQNTPNQKLASSVLTDSVKQQLGGSI 76
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKK........TRQTLIGLLVLL.LLSTGSYYIKQMPSAPNSPKTNL.SQKKQASEAPSQALAESVLTDAVKSQIKGSL 70
NTDB id 221 SPD RS09380 WP 001036779.1 MNKK........TRQTLIGLLVLL.LLSTGSYYIKQMPSAPNSPKTNL.SQKKQASEAPSQALAESVLTDAVKSQIKGSL 70
NTDB id 187 SPR RS08930 WP 001036779.1 MNKK........TRQTLIGLLVLL.LLSTGSYYIKQMPSAPNSPKTNL.SQKKQASEAPSQALAESVLTDAVKSQIKGSL 70
NTDB id 152 SP RS09870 WP 001036779.1 MNKK........TRQTLIGLLVLL.LLSTGSYYIKQMPSAPNSPKTNL.SQKKQASEAPSQALAESVLTDAVKSQIKGSL 70
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NTDB id 1162706 ABGT34 RS04715 WP 278852445.1 TYNGHGAFIINNNQNDLNAQIASAPYATDEVDNLGR...PHIGNAWLNKTCRQYKNREQTGNGRTDWKPAGFHQLSGLPG 153
NTDB id 262 KZH43 RS08770 WP 001036779.1 EWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKG 150
NTDB id 221 SPD RS09380 WP 001036779.1 EWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKG 150
NTDB id 187 SPR RS08930 WP 001036779.1 EWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKG 150
NTDB id 152 SP RS09870 WP 001036779.1 EWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKG 150
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NTDB id 1162706 ABGT34 RS04715 WP 278852445.1 EYKHAYDRGHLLGYALVGGIRGFNASESNPANVATQTAWANEARSADSTGQNYYEGLVRKALDQNKQVRYRVTDIYDG.N 232
NTDB id 262 KZH43 RS08770 WP 001036779.1 SYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNE 230
NTDB id 221 SPD RS09380 WP 001036779.1 SYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNE 230
NTDB id 187 SPR RS08930 WP 001036779.1 SYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNE 230
NTDB id 152 SP RS09870 WP 001036779.1 SYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNE 230
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NTDB id 1162706 ABGT34 RS04715 WP 278852445.1 NLVPSGAHIEAKSSDGSLEFNVFVPNVQNNIRINYATGYATQN. 275
NTDB id 262 KZH43 RS08770 WP 001036779.1 DLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 DLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 DLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 DLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
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