
logo ML
INRVVLVGRLTRKNDVPEDLRYTPQSNSGSAAVGASTFSTLMVAVENRPQTFTNAQSNGEDRDEADF INCVI

M
TWRRKAQSAENVFANFLTHKKGSMLAVAGVEDGRLQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1162701 ABGT34 RS03195 WP 283599389.1 MINRVVLVGRLTKNPDLRYTQSGSAVASFTVAVERPFTNQNGDRDADFINCVMWRKAAENFANFTHKGSMVAVEGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!!!!!!****!!!! *!*!!**!**!!*! !!!**!*!*!!!!!!!*!!* !!!*!!!**!!!***!*!!!!!!

logo

S
NYENQQGVQRVFYVTEVQVAVEDSNVFQSFLLEPSTRKANTGQTGSTGEQRYRREHPEEAQGDQSGSAGPSGMQYNFNENGSSNFQSSGGNGNQSPYFGGNPNSSGNANQGQGSTGQFTNDGSPNPQVFQGT

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGG............SGSGGYNEGNSGGGQYFGG...........GQNDNPFG 137
NTDB id 1162701 ABGT34 RS03195 WP 283599389.1 SYENQQGVRVYVTEVVVDNFSLLETKAQSEQYRREHPEEAQGQGAPMNNNSSFGNGNPFGNPNSSGNANQGGTFNGNVQT 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQR........QGDGASQNFNSNQSNGS............QQSGFTSPQQT 140
consensus *!!!!!!*!!*!!!!*******!!** *** ** !* ***** **!* ** * *** * **

logo GNALGQSANNDQNRNRNPSAQADGANNSFTQNADDPFADNDNGKNQAPS IDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 GN..QNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1162701 ABGT34 RS03195 WP 283599389.1 GNLGSANDNNSQDASTNDDPFADNGNSIDISDDDLPF 197
NTDB id 624 LCA RS00040 WP 011373726.1 GNA.......PAANNTQADPFANNGQAIDISDDDLPF 170
consensus !! * *******!!!!**!* !!!!!!!!!!
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