
logo ML
INRAVVLTVGRLTKRDVPDELRYTPSTNSGTAAVAGVSTFSTMLAVDNRTQFRTNAQSNGEDRDEADFVINCVTIWRRKQSAENVFSANFLTHKKGSLAVGVEDGR I

LQTR
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1162681 ABGT69 RS05765 WP 003715685.1 MINRAVLTGRLTRDPELRYTTSGTAVVSFTLAVDRQFRNQNGDRDADFVNCVIWRKSAENFSNFTHKGSLVGVEGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!*!!*!!!!*!**!!!!**!*!!**!**!!*!*!*!**!*!*!!!*!!!*!!**!!!**!!**!!!!*!!*!!*!!!

logo NYENQQGNQRVFYVTEVQVAVEDSNVFAQSFLLESPKRNQTGNTTGEGMQSGNRSQGDGGQYANEQSGQPNFNNSNGGQSGNSQPYFAGNGGSQNPQDQNQSGPQFTGGNSQNPNQTNNAPQGNPSSNNGFQGT
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGN..SGGGQYFGGGQNDNPFGGNQNN................ 142
NTDB id 1162681 ABGT69 RS05765 WP 003715685.1 NYENQQGNRVYVTEVVVDNFALLEPRQNGGMNQGGQ.QQPFNNGSNQPFAG.QPQQQFGGNQPQTNNAPQGNPSSNNGFG 158
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQS...NG.SQQSGFT..SPQ..............QT 140
consensus !!!!!!!*!!*!!!!***** *!!*** ** *!* ****** * **! **** !******

logo GNAQPRAANRNDNQAGTNPFSFSANQADGNDTPNFNADNDGNEGKQAKP IDVI SDDEDLPF
NTDB id 113 BSU 40900 NP 391970.1 ...QRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1162681 ABGT69 RS05765 WP 003715685.1 GNAPANNDAPFSAGNTNNDGEQKIDVSDDELPF 191
NTDB id 624 LCA RS00040 WP 011373726.1 GNAPAANNT...QADPFANNGQAIDISDDDLPF 170
consensus ***** !** ******* ** !!*!!!*!!!
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