
logo

MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAI EDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL
NTDB id 1162514 U9976 RS09625 WP 322757051.1 ................................................................................ 0
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus ********************************************************************************

logo

QFQAEHFKKE IPTTKEGI IQYLSSDLFEGIGKKTAEE IVKKLGDSAINKI LADASVLYDVPRLSKKKADTLAGALQRHQG
NTDB id 1162514 U9976 RS09625 WP 322757051.1 ................................................................................ 0
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus ********************************************************************************

logo

LEQIMI SLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAI LYTLETT
NTDB id 1162514 U9976 RS09625 WP 322757051.1 ................................................................................ 0
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus ********************************************************************************

logo

CLSEGHTYI ETEQL I IDTQSLLNQSAREGQR ITEMDAANAI IALGENKDIV I EDGRCYFPSLFYAEQNVAKRVKHIASQT
NTDB id 1162514 U9976 RS09625 WP 322757051.1 ................................................................................ 0
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus ********************************************************************************

logo

EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD
NTDB id 1162514 U9976 RS09625 WP 322757051.1 ................................................................................ 0
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
consensus ********************************************************************************

logo

EAFP IVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQP I EGKLL I IDEASMLDIWLANHLFKAIPDHIQI
NTDB id 1162514 U9976 RS09625 WP 322757051.1 ................................................................................ 0
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
consensus ********************************************************************************

logo

I IVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSS IVELAHQMKNGLLPNNLTAPTKDRSF IRCGGSQIKEV
NTDB id 1162514 U9976 RS09625 WP 322757051.1 ................................................................................ 0
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
consensus ********************************************************************************



logo

VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDI LNPPKEKRRELKFGDVVYRTGDKI LQLVNQPENNVFNGD
NTDB id 1162514 U9976 RS09625 WP 322757051.1 ................................................................................ 0
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
consensus ********************************************************************************

logo

IGE ITS I FYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFM
T
H
PAYACCSTIHKSQGSEFYPAIVVI

LPLVLVKTGQHYYARMLQRRDNLLVYTAGIT
NTDB id 1162514 U9976 RS09625 WP 322757051.1 .......................................MPAYACTIHKSQGSEYPAVVIPLLTQHYAMLQRDLVYTGIT 41
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
consensus *************************************** !!*!*!!!!!!!!*! !!*!** *! !! ! !*!!*!!

logo RAGKKQFLLVI
VLCVGEQEKEKALAEMWAGI

VKNHNDLAGRTRVRQYTNSLAKENRWLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ
NTDB id 1162514 U9976 RS09625 WP 322757051.1 RGKQLVVLVGQKKALAMAIKNHLGRRRYTNLAEWLS.......................................... 77
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus !*! **!*! !! **!!* * ! ! ! !!******************************************
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