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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ANAAGCNECTG.GYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESGLEKLREGITSFAELQRVLYF. 562
NTDB id 1162507 U9974 RS10255 WP 322774007.1 ADGSSCPTCQGRGYKGRIGVYEVLRINDNLASAIAKGASTDVIRNLSIETGMKTLLVYGLELVRHGQTTLEEVERMLLTD 563
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