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NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK.........KTNFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQKVSVVSSGSLALDIALGAGGY 70
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK.........PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGY 69
NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK.........PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGY 69
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK.........PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGY 69
NTDB id 159 SP RS09750 WP 001085462.1 .MAKK.........PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGY 69
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK.........PKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGY 69
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKK.........PKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGY 69
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR.........IKKTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGY 69
NTDB id 453 Spy49 1753c ACI62003.1 .MAKK.........LKKNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGY 69
NTDB id 115 BSU 16940 NP 389576.2 .........................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDTRISTVPSGSLALDTALGIGGY 54
NTDB id 625 LCA RS02525 WP 011374196.1 .......................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDTQVSTVSSGSLALDEALGVGGY 56
NTDB id 1313 DR RS12030 WP 010888966.1 .MSKD..........ATKEISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE.SKLDVQVVSTGSLSLDLALGVGGI 68
NTDB id 1162495 U9975 RS04615 WP 197162147.1 .MPADSKSTDLRAAQPRSSSATAAGAAERDKALNLVLGQIERNFGKGSIMRLGDA.SRMRVETMPTGALTLDLALG.GGY 77
NTDB id 1245 Cj1673c YP 002345041.1 ........................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.EVEQIDSIGTGSVGLDLALGIGGV 55
NTDB id 1211 C694 RS00795 WP 000963128.1 ......................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDSISTGSLGLDLALGIGGV 57
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ......................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDAISTGSLGLDLALGIGGV 57
NTDB id 1334 RA0C RS04870 WP 004918236.1 ................MAKTETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDHNIEVIPSGSLGLDLALGVGGY 64
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .MAENKKSS......KNNTVVKQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQLDIESVSTGSLGLDLALGIGGL 72
NTDB id 1130 NGFG RS03960 WP 003688695.1 ........................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGL 56
NTDB id 1124 NGFG RS03960 WP 003688695.1 ........................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGL 56
NTDB id 1123 OK783 RS03845 WP 003688695.1 ........................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGL 56
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG..............KKAASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EVEPVQVVSTGSLGLDVALGVGGL 64
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ........................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGL 55
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ........................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGL 55
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ........................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGL 55
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ........................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGL 55
NTDB id 1205 PSJM300 05545 AFN77183.1 ........................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQAIPSISTGSLGLDIALGIGGL 55
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NTDB id 600 KW2 RS01765 WP 011675413.1 PKGRIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQIAEKLITSG 150
NTDB id 269 KZH43 RS08665 WP 001085462.1 PKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSG 149
NTDB id 228 SPD RS09265 WP 001085462.1 PKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSG 149
NTDB id 194 SPR RS08825 WP 001085462.1 PKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSG 149
NTDB id 159 SP RS09750 WP 001085462.1 PKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSG 149
NTDB id 499 SM12261 RS08315 WP 078228268.1 PKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSG 149
NTDB id 527 SMSK321 RS11065 WP 001085454.1 PKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSG 149
NTDB id 408 SMU RS09530 WP 002262392.1 PKGRIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSG 149
NTDB id 453 Spy49 1753c ACI62003.1 PKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEIAGKLIDSG 149
NTDB id 115 BSU 16940 NP 389576.2 PRGRIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEIAEALVRSG 134
NTDB id 625 LCA RS02525 WP 011374196.1 PRGRIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEIADALVSSG 136
NTDB id 1313 DR RS12030 WP 010888966.1 PRGRITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQALEIMELLVRSG 148
NTDB id 1162495 U9975 RS04615 WP 197162147.1 PKGRVVEVYGPESSGKTTLTLHAIAEAQRRGGVAAFVDAEHALDPVYAAALGVDVENLLVSQPDTGEMALEIVDQLVRSA 157
NTDB id 1245 Cj1673c YP 002345041.1 PKGRIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQALEIVETIARSG 135
NTDB id 1211 C694 RS00795 WP 000963128.1 PKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSG 137
NTDB id 1214 NCTC11637 00359 SQJ03206.1 PKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSG 137
NTDB id 1334 RA0C RS04870 WP 004918236.1 PKGRIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEIADSLIRSG 144
NTDB id 1389 A4U84 RS07560 WP 021112712.1 PMGRIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQALEICDALVRSG 152
NTDB id 1130 NGFG RS03960 WP 003688695.1 PRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSG 136
NTDB id 1124 NGFG RS03960 WP 003688695.1 PRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSG 136
NTDB id 1123 OK783 RS03845 WP 003688695.1 PRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSG 136
NTDB id 1427 RS RS02760 WP 011000510.1 PRGRVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQALEIADALVRSG 144
NTDB id 1165 A1552VC RS01565 WP 000344154.1 PMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSG 135
NTDB id 1142 GTF74 RS11550 WP 000344154.1 PMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSG 135
NTDB id 1022 ACIAD RS06390 WP 004925639.1 PKGRIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEIADMLVRSG 135
NTDB id 1074 ABD1 RS10195 WP 000344167.1 PKGRIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEIADMLVRSG 135
NTDB id 1205 PSJM300 05545 AFN77183.1 PKGRIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEITDMLVRSN 135
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NTDB id 600 KW2 RS01765 WP 011675413.1 AVDLVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM.FGSPETTPGGRAL 229
NTDB id 269 KZH43 RS08665 WP 001085462.1 AVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRAL 228
NTDB id 228 SPD RS09265 WP 001085462.1 AVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRAL 228
NTDB id 194 SPR RS08825 WP 001085462.1 AVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRAL 228
NTDB id 159 SP RS09750 WP 001085462.1 AVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRAL 228
NTDB id 499 SM12261 RS08315 WP 078228268.1 AVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRAL 228
NTDB id 527 SMSK321 RS11065 WP 001085454.1 AVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRAL 228
NTDB id 408 SMU RS09530 WP 002262392.1 AVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM.FGNPETTPGGRAL 228
NTDB id 453 Spy49 1753c ACI62003.1 AVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM.FGNPETTPGGRAL 228
NTDB id 115 BSU 16940 NP 389576.2 AVDIVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM.FGNPETTPGGRAL 213
NTDB id 625 LCA RS02525 WP 011374196.1 AVDILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM.FGNPEVTPGGRAL 215
NTDB id 1313 DR RS12030 WP 010888966.1 AIDVVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGVM.YGNPETTTGGRAL 227
NTDB id 1162495 U9975 RS04615 WP 197162147.1 AVDIVVVDSVAALTPRAEIEGEMGDLAVGSQARLMSQAMRKITGNIGKSGCTVIFLNQLRQKIGVT.YGNPETTTGGNAL 236
NTDB id 1245 Cj1673c YP 002345041.1 AVDLIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGAMGYGTPETTTGGNAL 215
NTDB id 1211 C694 RS00795 WP 000963128.1 GIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGNAL 217
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPETTTGGNAL 217
NTDB id 1334 RA0C RS04870 WP 004918236.1 GVDIVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM.FGSPETTTGGNAL 223
NTDB id 1389 A4U84 RS07560 WP 021112712.1 AVDVIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGVM.FGNPETTTGGNAL 231
NTDB id 1130 NGFG RS03960 WP 003688695.1 GIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNAL 215
NTDB id 1124 NGFG RS03960 WP 003688695.1 GIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNAL 215
NTDB id 1123 OK783 RS03845 WP 003688695.1 GIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPETTTGGNAL 215
NTDB id 1427 RS RS02760 WP 011000510.1 SVDLIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGVM.FGSPETTTGGNAL 223
NTDB id 1165 A1552VC RS01565 WP 000344154.1 AVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTTGGNAL 214
NTDB id 1142 GTF74 RS11550 WP 000344154.1 AVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPETTTGGNAL 214
NTDB id 1022 ACIAD RS06390 WP 004925639.1 AIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGNAL 214
NTDB id 1074 ABD1 RS10195 WP 000344167.1 AIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPETTTGGNAL 214
NTDB id 1205 PSJM300 05545 AFN77183.1 AVDVIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM.FGSPETTTGGNAL 214
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NTDB id 600 KW2 RS01765 WP 011675413.1 KFYASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNIAVEEGIIKKSGAW 308
NTDB id 269 KZH43 RS08665 WP 001085462.1 KFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAW 307
NTDB id 228 SPD RS09265 WP 001085462.1 KFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAW 307
NTDB id 194 SPR RS08825 WP 001085462.1 KFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAW 307
NTDB id 159 SP RS09750 WP 001085462.1 KFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAW 307
NTDB id 499 SM12261 RS08315 WP 078228268.1 KFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGAW 307
NTDB id 527 SMSK321 RS11065 WP 001085454.1 KFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGAW 307
NTDB id 408 SMU RS09530 WP 002262392.1 KFYSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKIASDLGIIQKAGAW 307
NTDB id 453 Spy49 1753c ACI62003.1 KFYASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKIASDLDIIQKAGAW 307
NTDB id 115 BSU 16940 NP 389576.2 KFYSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDLGTELDIVQKSGSW 288
NTDB id 625 LCA RS02525 WP 011374196.1 KFYSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDMAVEKDIINKSGSW 290
NTDB id 1313 DR RS12030 WP 010888966.1 KFYASVRLDVRKIGQ....PTKVGNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDLVGLAADMDIIKKAGSF 303
NTDB id 1162495 U9975 RS04615 WP 197162147.1 KFYASVRLDIRRIQT....L.KRGTEEYGIRAKVKVAKNKVAPPFRIAEFDILFGRGISTLGCVIDLAEETGVVIRKGAW 311
NTDB id 1245 Cj1673c YP 002345041.1 KFYASVRLDVRKVAT....L.KQNEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGELIDYGVKLDIVDKSGAW 290
NTDB id 1211 C694 RS00795 WP 000963128.1 KFYASVRIDIRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAW 292
NTDB id 1214 NCTC11637 00359 SQJ03206.1 KFYASVRIDIRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAW 292
NTDB id 1334 RA0C RS04870 WP 004918236.1 KFYASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDVATDLDIIQKSGSW 303
NTDB id 1389 A4U84 RS07560 WP 021112712.1 KFYASVRLDIRRCGV....V.KDGDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNELLILAEANGFIKKSGAW 306
NTDB id 1130 NGFG RS03960 WP 003688695.1 KFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAW 290
NTDB id 1124 NGFG RS03960 WP 003688695.1 KFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAW 290
NTDB id 1123 OK783 RS03845 WP 003688695.1 KFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAW 290
NTDB id 1427 RS RS02760 WP 011000510.1 KFYASVRLDIRRIGS....I.KKGDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEIIDLGVEAKVVEKSGAW 298
NTDB id 1165 A1552VC RS01565 WP 000344154.1 KFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGAW 289
NTDB id 1142 GTF74 RS11550 WP 000344154.1 KFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGAW 289
NTDB id 1022 ACIAD RS06390 WP 004925639.1 KFYASVRLDIRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDLAVQQNIVQKAGAW 289
NTDB id 1074 ABD1 RS10195 WP 000344167.1 KFYASVRLDIRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDLAVQQDIVQKAGAW 289
NTDB id 1205 PSJM300 05545 AFN77183.1 KFYASVRLDIRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDLGVQQGLVEKSGAW 289
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