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NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AIYNQKWUGGEWNAF IDAEHAIRIDINEIY AISML.G N EL SQPDGEQALEI 148
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NTDB id 1165 A1552VC RS01565 WP 000344154.1 I EI GPESSGKTT GIUNSAFIDAEHALDPYASSLGVN DELL SQPD GEQALEI(® 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT ALWAQ IXGIYNSAFIDAEHALDPWYASSL.GVN DELL SQPD GEQALEI{® I\LI\RSGAVD 139
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