
logo

MALS IGDRRLGAI LLDQGYLGDNDLQRALERHSEVGGRLADVL IDSGMVGEKR IARAI EEALGIPLVNLLAVQPDPAALR

NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALR 80
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1162150 U9966 RS05180 WP 306346857.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
consensus

logo

S IRPQTALNLQAFPFALEGDRLRVALVDPLSSFS I ETLEDDSGFDI EPYQALREEVMWAIATHYPELGLE IVVPSGASDA

NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 SIRPQTALNLQAFPFALEGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDA 160
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1162150 U9966 RS05180 WP 306346857.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
consensus

logo

GRTGGKLGERL ITHGYITDAQLQVALDAQQQTGEALGATL I SQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM

NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 GRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM 240
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1162150 U9966 RS05180 WP 306346857.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
consensus



logo

LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDAL IGRPVQLMLTRPRDI ERL I EQFYPQRGRLGEQLVQEGTLSRDQL

NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQL 320
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1162150 U9966 RS05180 WP 306346857.1 ................................................................................ 0
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
consensus

logo

REAL
M
A
Q
S
L
V
A
A
F
L
Q

A
H
T
E
R
T
P
S
E
G
Y
P
R
K
M
H
V
F
L
K
Q
S
T
P
G
N
I
F
L
F
I
V
G
S

A
E
Q
R
T

L
I
R
V

I
L
T
R
V
L
E
Q
K
L
A
E
E
K
G
F
H
I
Y
L
A
I
V
L
D
M
N
T
S
E
K
P
F
A
A
D
Q
T
S
E
K
N
R
T
Q

A
V
E
M
I
D
E
Q

A
E
K
Q
T
S
I
V
A
L
F
H
I
V
L
D
K
T
Q
E
L
A
K
Q

Q
Y
A
V
A
I
N
S
K
D
K
R
V
A
A
E
F
G
N
S
E
K
G
G
T
Q
I
R
D
S
I
T
V
L
M
D
E
L
M
S
T
V
P

A
D
P
S
Q
E

I
T
A
Y
I
A
L
C
I
V
L
D
K
Q
T
E
S

E
K
L
N
S
K
S
V
F
G
H
K
N
S
F
I

I
F
L
Q
T
H
S
A
P
S
H
L
Q
W
E
S

D
L
M
Q
T
E
F
I
L
F
T
A
K
L
R
E
I
K
Q
S
H
T

A
I
L
T
A
S
H
L
T
A
N
S
Q

F
N
Q
E
R
V
I

L
Y
C
V
F
A
D
E
N
T
G
Q
V
Y
A
E
L
E
H
K
N
Q
S
P

C
E
L
M
Q
T
Y
F
N

F
P
V
E
G
T
L

K
R
S
E
D
P
V
I
L
G
I
W
D
N
S
F

C
D
E
R
V
Q
T

D
F
N
Y
I
P
E
D
S

E
T
V
Y
P

NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 ..........................MESRMDKIFQAYIDNEISLDEI.CTKFNITSWDFFKKLANFCNLHFVDLDED.. 51
NTDB id 1306 DR RS10060 WP 027479822.1 REALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQNPP 400
NTDB id 1355 HI 0298 AAC21962.1 ............................................MTSYAL....LH........TQRVTAKNGEVFTISP 24
NTDB id 1366 NTHI RS01950 WP 011271972.1 ............................................MTSYAL....LH........TQRVTAQNGEIFTISP 24
NTDB id 1162150 U9966 RS05180 WP 306346857.1 .............................................MQY.................NVYDLNNEKVWTISE 18
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ............................................MSQY.................TICEQQTERIFDISP 19
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ...........MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSRYDY 69
NTDB id 1293 VP RS12240 WP 005479695.1 ...........MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQYEY 69
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ...........MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQYEY 69
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ...MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCIDV 77
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ...MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDLGVFDP 77
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ...MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDLDVYDT 77
consensus * * *** * * ** ** **

logo

G
N
Q
S
D
A

D
N
P
Q
T
R
S
L

K
F
I
L
W

I
L
V
E
P
Q
C

A
V
Y
R
Q
K

E
L
T
D
Q
N
G
K
M
C
Q
L
E
N
Q
V
G
I

E
N
P
Q
D
L

F
K
S
E
Q
R

A
D
E
Q
K
S

T
L
A
L
I
K
Q
R
T
L
K
R
F
H
Y
A
D
K
V
F
L
N
R

F
M
I
V
A
M
V
L
L
P I
V
L
A
F
H
I
N
Q
R
V
K

H
K
L
N
Q
S
R
E

D
N
E
Q
R
T

P
S
E
N
G
D
Q
T
S
H
N

G
I
K
L
N
S
V
R
T

F
L
I
M
V
L
Y
W

I
V
L
I
G
A
L
M
R
T
V
K
A
S
D
K
N
S
D
E
L
P
C
R
N
S
T

K
L
S
N
V
I
Q
L
A
F
N
T
S
E
Q

L
S
A
I
M
E
L
C

K
D
E
Q
A
E
I
T
D

L
V
F
I
KKQ
S
T
A
R
L
F
H
L
M
N
A
I

I
S
T
C
H
K
G
E
K
L
E
H
L
N
K
P
Q

T
I
V
D
H
L
E
A
T
L
P
A
V
I
I
V
L
M
I
L
V
A

S
A
D
E
T
E
F
H
S

H
K
L
S
R
D

A
D
Q
E
K

I
L
A
I
Q
T
E
S
K

T
E
K
R
Y
A

F
I
V
A
L
I
L
D
E
G
S
Q
N
R

A
N
E
Q
R

I
Y
H
L
L
R
S
T
F
Y

A
I
T
V
G
P

A
H
Q
N
R
E

R
K
E
Q
S

G
I
Q
S
T
E
L
M

F
G
H
I
N
P
Q
S

D
E
G
H
I
K
F
Q
V

A
D
G
K
N
Q
R
Y
E

A
I
F
K
L

D
E
N
S

NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 NDFIYEGIPFSLLLKFKFLLIKNN.DGFMIIRSKPCSLELLEQVKTFMICEKIDTAIADELKIAKILNQIRIQEEIKRLS 130
NTDB id 1306 DR RS10060 WP 027479822.1 DPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDL.KLITGKEILPAVMAEKDIIRLIERYFGEKGFEKLN 479
NTDB id 1355 HI 0298 AAC21962.1 DLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETI.AFITGKPVEPILLESSQLKELLQQLTPNQMQV... 100
NTDB id 1366 NTHI RS01950 WP 011271972.1 DLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETI.AFITGKPVEPILLESSQLKELLQQLTPHQMQV... 100
NTDB id 1162150 U9966 RS05180 WP 306346857.1 QRWQKNCNDSQLLLRYLVLPLKEDEHTLWLALDDENNLNACEIF.SFLTHKHIEPILISSDELKYFLNELSPNRMNDQIN 97
NTDB id 1384 A4U84 RS08525 WP 010787006.1 SRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIF.AFMTHKQIEPVVIASDELKYLLNALSPEQQPIY.E 97
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEF.RFATGLQVELALADHRALQAAIRRLYGRSIQGAAN 148
NTDB id 1293 VP RS12240 WP 005479695.1 ASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDF.RFATGLQVELVLADFRELSTAIRRLYGRSLSHEKS 148
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDF.RFATGLQVELVLADFRELTAAIRRLYGRSLGQEKS 148
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEI.QFHTGLNTHAIVVETDKLSALIDNLLTAKESQGLS 156
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAI.RFNSKLKVEPIIVEHDKLERLLSEHFVEETHFNFD 156
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAI.RFNSKLLVEPVIVEHHKLEKVLGQHFAEESSFDFN 156
consensus * ** ** *** ***** ***** * * * * ** ******* * ** *



logo

D
K
Q
T
G
E
G
P
S
Y
L
E
E
L
V
K
Q

EDS
E
F
G
L
I
S
N
D
L
Q
D
E
G
E
I
V
L
E
D
A
G
N
S
I
V

A
E
N
S
L
A
E
L
V
K
R
D
G
I
N
P
V

D
H
P
S
A
G
K

A
D
E
L
F
T

A
Q
R
T
Y
D
D
L
N
E
Q
L
Q
S
V
D
E
H
I

I
K
W
E
D
Q

S
D
Q
N
E

A
S
I
T
E

A
N
Q
H
D
E

A
H
L
T
E
F
D

I
P
Q
E
K
S
L

I
R
L
V
Q
S

A
G
K
N
T
D
E
Q

L
Y
D
N
Q
D
E
D
E
A
S
A
C
PVI ISVKQR I

V
F
L
Y

F
V
L
I
D
N
F
S
N
K
Q

V
L
I
I
F
L
H
R
E
I
K
L

F
Y
E
S
D
C
I
S
A
A
I
V
L
A
L
S
Q
R
F
M
Q
K
D
E
H
S
N
G
V
ASDLIHLIFEATPQTLRYNAKEQRNKDADEKLMSQAVFLYI

K
L
V
Q
R
I
VRFYLRQCVIDGAIVLVHIQRQRLPEFVTYIQKNPAQI

N
L
S
Q
T

L
F
I
P

NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 .............I....KLRLEWQENHKRDDQSCISQIFDFLLHEILSFHASDIHIEARNDDALIRFRVDGILREFAIF 193
NTDB id 1306 DR RS10060 WP 027479822.1 KEL...........AERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSF 548
NTDB id 1355 HI 0298 AAC21962.1 EEQ........V......KFYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLI 166
NTDB id 1366 NTHI RS01950 WP 011271972.1 EEQ........V......KFYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLI 166
NTDB id 1162150 U9966 RS05180 WP 306346857.1 EPQ........I......ALYNQKNSDEIIDYQDPIIQLLDNIFKYSLQKEVSDIHIEPQKDLLVIRLRIDGVLQRYQTI 163
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ESE........L......AF..VEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSL 161
NTDB id 1168 A1552VC RS11070 WP 000957200.1 QGK..EISQDELANLVKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP 226
NTDB id 1293 VP RS12240 WP 005479695.1 GLK..EINQEELASLVDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP 226
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GLK..EINQDELAGLVDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP 226
NTDB id 1251 GCO85 RS07725 WP 011946523.1 EYVEDSGDLEGLEISAD.DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP 235
NTDB id 1018 ACIAD RS01685 WP 004920473.1 TE...ELD...LDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP 230
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DE...EFD...LDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP 230
consensus * * ** **** ***** *** *!!*! !* * ***!*!*!!*!

logo

A
E
S
P
A
I
N
Q
L
S
K

D
G
N
S
I
H
Q

A
I
M
F
L
Y
S
A
E
Q
T
N
R
S

A
Q
R I
L
M
T
V
S
A
I

F
A
S
H
R
V
L
IKFVILMLGASCHNQKMLNDLIASELSTKNRR I

K
Q
V
L
T
PQDGGSQRVIFERSYQKMFLDQRTKFIKMLTAEGQNTSRFLQKANDS IREKDTDIRTAYLIDLMFRLVNSCSTCLPLTSVYHILAWFYGESKAVLIV I

M
LRVAILQLKQDHKPNSDGNAKSKAPSENTVAAKEIMNSFPLESGDLFIALNSVYEDTEQAKLNGLMFYGENSTDNQPEDEKVYNSQNQLYRQK

NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 EKDIYEALVFHVKFLACLNLAESRKTQDGSFELDFE.NERYDFRVSCLPLIYGESVVIRILKHDKEILDLYKLNLGNKNL 272
NTDB id 1306 DR RS10060 WP 027479822.1 PKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKG.SIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNY 627
NTDB id 1355 HI 0298 AAC21962.1 SKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFSELGMTENQQ 246
NTDB id 1366 NTHI RS01950 WP 011271972.1 SKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFAELGMTENQQ 246
NTDB id 1162150 U9966 RS05180 WP 306346857.1 SQNMASRIISRIKLLAKLDISETRLPQDGQFYFQTQLNERLDFRVSTLPTYYGEKLVLRLQKNNPTNLDFVTLGFTQSQR 243
NTDB id 1384 A4U84 RS08525 WP 010787006.1 SIQLASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQ 241
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSRDTAIDMRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQK 306
NTDB id 1293 VP RS12240 WP 005479695.1 PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQK 306
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQK 306
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISKSRAIDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQR 315
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSKSKTIDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQK 310
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSKSKAIDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQK 310
consensus ** ** **!** *****!*!**!!!* *** *!*!****!***!!**!*!** *** !** **

logo

E
K
T
A
Q

N
R
T
A
I
L
L
Y
F
K
M
Q
T
L
D
K
R
N
E

S
V
I
A
I
L
D
E
H
Q
K
N
R
S

K
Q
RPNQGI

L
M
F
L
I LLIMVTGPTGSGKSTFTIVTSCLFYASTCTAGLKRSQNERWYI ILAKNSQKTMSTEIPHQSDEASVIKKHNTI ITLMSSTI

AEDP I
VEYIVYKENVILSDEPLGLVIQVINQI

T
S
V
L
N
Q
L
I
V
Q
N
N
S
R
P
Q
S
K
A
T
V
I
Q
G
I
M
V
F
L
E
G
D
TFNSAGSAQERVLALKRATS IFLRQD

NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 EILKKILHRPNGMILLTGPTGSGKSTTLYACLNELKSIEKKIISAEDPIEYKIPLVQQILLNSKVGVEFNSVLRAILRQD 352
NTDB id 1306 DR RS10060 WP 027479822.1 ARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQD 707
NTDB id 1355 HI 0298 AAC21962.1 QAFQRVLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFNRLLRTFLRQD 326
NTDB id 1366 NTHI RS01950 WP 011271972.1 QAFQRSLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLLRAFLRQD 326
NTDB id 1162150 U9966 RS05180 WP 306346857.1 KILTNALNKPQGLILVTGPTGSGKSITLYSALNYLNQTDKHILTAEDPIEIVIEGIIQTQVNRSIGIDFSQLLRTFLRQD 323
NTDB id 1384 A4U84 RS08525 WP 010787006.1 TTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLNQMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQD 321
NTDB id 1168 A1552VC RS11070 WP 000957200.1 QLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQD 386
NTDB id 1293 VP RS12240 WP 005479695.1 QLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQD 386
NTDB id 1401 DSB67 RS12665 WP 010643259.1 QLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQD 386
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQD 395
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQD 390
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQD 390
consensus *** ** *!*!**!*!!!!!!!!*******!* *** * *****!!!*!* * ***!********* ! *!***!!!!



logo PDVIVI FMI
L
VGE IRDQELDESTLADMRKEMIAVILERKASALQTGHMLLVMLASTLHTNNSDAI

L
P
A
G
S
E
A
T
L
V
I
D
N
E
S
I
TRLAEVQRSLDEQNLMQGAVIAKPQENPTEQSHYFLENLI EQSKAAHTNSASVLMQTNLSGL IVLIAQRL IVARRKI

V
LCNKPSEHNWYKQCNGRKARIGQAKTNVPAIRSTVQDKNREAHKQDP

NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 PDIIMIGEIRDEESLDIALKASLTGHLLLSTLHTNDALSTIDRLLDMQAKSYLIASALSLVIAQRLVRKLCPWCKQKSKK 432
NTDB id 1306 DR RS10060 WP 027479822.1 PDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNA 787
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NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 HY..............IEFEGEFFEPKGC..ERCHHSGFFGRELIAECLEINEDLACAIRENQDKTILMELA.KKYGFQT 495
NTDB id 1306 DR RS10060 WP 027479822.1 .DPEVLRRLGISERDIRGANL..MRGTGC..PRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRS 862
NTDB id 1355 HI 0298 AAC21962.1 ...........................LANSCDC.HQGYRGRIGVYQFLHWQQ............NDY......QTDFKN 437
NTDB id 1366 NTHI RS01950 WP 011271972.1 ...........................LINSCDC.HQGYRGRIGVYQFLHWQQ............NGY......QTDFEN 437
NTDB id 1162150 U9966 RS05180 WP 306346857.1 ...........................GC..ENC.FEGYKGRIGVFQCLSKNA............KTFDKET.AYLDFKT 437
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ...........................GC..DEC.YQGYRGRIGVYQCLSRTA............KKFDKQT.AYLDFSS 435
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .SALLQSQFAFQPNEI....LYEANAAGC..NEC.TGGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLA.KANGMQT 537
NTDB id 1293 VP RS12240 WP 005479695.1 .TVQL.QHLGIQTTDN....IFRANPDGC..NEC.THGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLA.IANGMST 536
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .NSQL.QHIGIANTEQ....IFQANPDGC..NEC.THGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLA.IANGMQT 536
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FTNQGLIELGFKEADLV..NLKLYKAVGC..EQC.TSGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLA.QSEGMLT 549
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VPERSLLEMGFTPEDLAQPEFQIFEPVGC..HDC.REGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATA.ETLGFNN 545
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IPKQSLLEMGFTEQDLAHPDFRVFQPVGC..LEC.REGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAAS.EKLGFNN 545
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NTDB id 1227 CJJ81176 RS07050 WP 011812800.1 MFEQGLKKAKEGLTSIDELLRVVR.... 519
NTDB id 1306 DR RS10060 WP 027479822.1 LRQDGIEKALQGLTTLEEVLAVTAS... 887
NTDB id 1355 HI 0298 AAC21962.1 LRASGLEKVSQGITDEKEIERVLGKNL. 464
NTDB id 1366 NTHI RS01950 WP 011271972.1 LRESGLEKVSQGITDEKEIERVLGKNS. 464
NTDB id 1162150 U9966 RS05180 WP 306346857.1 LYDSAKQKVAQNQTNLTEVMRVIGNESI 465
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LRESAKQKIEQQLTNETEVDRVLGYE.. 461
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LQESGLEKLREGITSFAELQRVLYF... 562
NTDB id 1293 VP RS12240 WP 005479695.1 LQMSGIEKLKQGITSFSELQRVLYF... 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LQMSGIEKLKQGITSFRELQRVLYF... 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IFQSGIEKVKEGITTIEEVNRVTVD... 574
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LRRSGLKKVMQGVTSLQEINRVTSE... 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LRRSGLKKVMQGVTSLQEVNRVTSE... 570
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