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NTDB id 1162143 U9966 RS02720 WP 306346648.1 ..........MKTLKICGFGLLLGLLTTTVTAKENS.................NT...NHQPTKNNQQLAVKKVTTVKTN 50
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ..........MKKLSRYTFSLLFGLFSATTFAEEKV.................TTST.EHTPVVMQ.....QVAATQKVN 47
NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHFFTFFWATLLTLF.......SMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPT.........QQSGT 64
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ...MQYSMRFWKNKYFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKI.....SQTKNFNDS 72
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ...MQYSMRFWKNKYFVLIMLCLGVISPSVCAQSFDQNFQEWKVKQQMYDQKLNISKSSHSNSSKI.....SQTKNFNDS 72
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NTDB id 1162143 U9966 RS02720 WP 306346648.1 LNAVNINTATAAELKDKLSGIGIKKAQAIVEYRQKNGKFLTVEQITEVSGIGKATLEKNRERIFVN 116
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ANVVNINTATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 1014 ACIAD RS13855 WP 004924483.1 GVKVNINSATAKELQ.QLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 1041 H0N27 RS14740 WP 005124713.1 TGQIHLNQANVNEFQ.QLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 1069 ABD1 RS03060 WP 043960841.1 TGQIHLNQANVNEFQ.QLKGIGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
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