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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1162022 U5A05 RS06655 WP 321835977.1 ....MFALASGLIALRFLPALPS........AGWLLLMLLAGL....LLLVSRAWQVGLFVLGLSWACVQGQRALDDRLA 64
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPS........FGWLLALAPVGL....LLLPFRWRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1162022 U5A05 RS06655 WP 321835977.1 DSLDGRTLWIEGRVVGLPQHTGASVRFELQGAMSR.HGTLPTTIRLSWYGG....................PPVNSGERW 123
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHSR.HAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1162022 U5A05 RS06655 WP 321835977.1 RLAVKLKKPRGLINPQGFDYQAWLLAQRIGATGVVKDGRLLM..A............ASHAWRDGLRQRLLQID.ANGRT 188
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVE.AHGRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1162022 U5A05 RS06655 WP 321835977.1 PWLAALVMGDSSGLSRDDWALLQATGTVHLLVISGQHIGLFAGLIYGLIALMA.......RYGVW..PRVLPWLPWACGL 259
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLA.......RWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1162022 U5A05 RS06655 WP 321835977.1 AFAGATGYGALAGFEVPVQRACVMLGLVLIWRLRFRHLGVWLPFLLALNAVLLVEPLASLRPGLWLSFAAVAVLIFTFSA 339
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 1162022 U5A05 RS06655 WP 321835977.1 .......RLGAWSW.......RAAWLRPQGLIALGLFPLLWILGLPISLSGPLANLMAVPWISLVVLPTALLGTLLLPVP 405
NTDB id 1199 PSJM300 12650 AFN78592.1 .......RLGVPSW.......WRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPG..GSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARA 557
NTDB id 1162022 U5A05 RS06655 WP 321835977.1 VLGENLLWLSGGLLDVL..IQGLHLLGGVFNPWSPAVAPIYIWLLTALGVLLLLLPAGVA...LRPLGWPLVLLAVFAPR 480
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVL..FELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPD 486
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NTDB id 1426 RS RS05575 WP 011001070.1 PAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETV 637
NTDB id 1162022 U5A05 RS06655 WP 321835977.1 EQTPHGQVEVLQLDVGQGLALVLRTRNHTLLYDAGPKVWNF.DQGERVVVPALRSLGVGALDVMLLSHADADHAGGALAV 559
NTDB id 1199 PSJM300 12650 AFN78592.1 SRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAI 565
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NTDB id 1426 RS RS05575 WP 011001070.1 MAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAM 717
NTDB id 1162022 U5A05 RS06655 WP 321835977.1 QRAFSVGRVLGGDVPGLPE.......QLQAQPCVSGEGWEWDGVKFSLWQWA......DATDSNQKSCVLQVLAGTERLL 626
NTDB id 1199 PSJM300 12650 AFN78592.1 QRAMPVGAVLSGEPERLPA.......ALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLL 632
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NTDB id 1426 RS RS05575 WP 011001070.1 LAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERL 797
NTDB id 1162022 U5A05 RS06655 WP 321835977.1 LTGDIDARAEHALLKSS..LAVPTRWLQSPHHGSKTSSSMAFLKALAPQAVLISRGHANNFGHPHPHVMARYQVLGLQVW 704
NTDB id 1199 PSJM300 12650 AFN78592.1 LTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELH 710
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NTDB id 1426 RS RS05575 WP 011001070.1 RTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1162022 U5A05 RS06655 WP 321835977.1 DSAEQGAVWFRLGANGKA..ESMRDQHRFWRD.................. 734
NTDB id 1199 PSJM300 12650 AFN78592.1 DTAEHGALSLQLGAFGGA..RRMRDEPRFWREK................. 741
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