
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFKRFLYRKQKRFKRLQNTLMAFAFLALS I ITPLTIT
NTDB id 1162002 U9J37 RS14075 WP 043887193.1 ................................................MFKLYRKQRFKRLQNTLMFAFLALSITPLTIT 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!* !!!!*!!!!!!!!! !!!!!!! !!!!!

logo AI
LFFLHQSHSTKTDLEQEQQSTSHYLVSVRDNSKQQQVI

VDYLMMYAKESEVMGFVRSELAYASGGRFYGLVNAFQRSLDGLVDS I EASAREHYAQ
NTDB id 1162002 U9J37 RS14075 WP 043887193.1 AIFFLQSHTTDLQEQSTSHLVSVRDSKQQQVVDYLYAKESEVMGFVRSELAYASGGRFYGLVNAFQSLGLDIESAREYAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !*!!!*!!* !! !!!!*!!!!!! !!!!!*!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! * !! !!!*!!

logo

K
QRYIQTGSGDQIKTS IVLPQSNS ISFYNVGSTERYRLLHKRYHWAYLELLKRSDFDDI LLVDI

RDGNVTVYS I FYKYDNFGTNLLTGKRYKQ
NTDB id 1162002 U9J37 RS14075 WP 043887193.1 KRYIQGSGDQIKTSILPQSNIFNGTERYRLLHKRYHWAYLELLKRSDFDDILLVDRDGNVTYSIFKYDNFGTNLLTGRYK 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!! !!!!!!!!!*!!!! * !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!*!!!!!!!!!!!!*!

logo DATNLGHQSTFKKRLERDQLTVNTEKQRKATNEDFTPVLVI SDFTVQEDQGKQSVYAWLGAP I IQQGYLHSYAMFRLPNSNAGITKL IASDEGTNSNS INAPSM
NTDB id 1162002 U9J37 RS14075 WP 043887193.1 DANLGQSFKKLRDLVTEKRKANEDFTPVLISDFTQEQGKSVAWLGAPIIQQGYLHSYAMFRLPNNGITKLISDTNNIASM 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus ! !!!**!!*! ! ! !! !!!!!!!*!!!! !! !! !!!!!!!!!!!!!!!!!!!!!! !*!!!!! * *!!

logo

K
QTI

LLVGPQDHYQRSRTLATSYAQEKEIADI
VEKLSKNAEVVDTLALNSGKLRTANVGTYTNTADGEEQI

TIAAYASP I
V
N
SLKGNIDHWALVVELVPEKSEVAFARVHRQ

NTDB id 1162002 U9J37 RS14075 WP 043887193.1 KTLLVGPDYQSRTLAYQKEDIELSNEVVTLALNGLTNVGTYTNTAGEETIAAYSPVSLKGIDWALVVEVPESVAFARVHQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!!!*!* !!!! *! ! !! !!! ! !!!!!!! !! !!!! !* !! !*!!!!!!*!! !!!!!*!

logo LEKLFVAFAML ITAIVLVVI
MASHYLSNF ITSPLLKLTWAAEKRVSAGDLMDAEADMINMTERKDE IGRLAVSFERMQRS IREKIQSL I

NTDB id 1162002 U9J37 RS14075 WP 043887193.1 LEKLFVAAMLIAIVLVVMASHYLSNFITSPLLKLTWAAEKVSAGDMDADMINMERKDEIGRLAVSFERMQRSIREKIQLI 432
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !!!!!! !!! !!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!*! !!! !!!!!!!!!!!!!!!!!!!!!!!! !!

logo KQSQNEKELESNLLQI
L IQRKQNDELQLANKLKDEFLATTSHELRTPLHGMI

VGIAEAL I SGANGP I STAADHKYQLDI I I SSGQRLA
NTDB id 1162002 U9J37 RS14075 WP 043887193.1 KQQNEELESNLQLIQKQNDELQLANKLKDEFLATTSHELRTPLHGMVGIAEALISGANGPITADHKYQLDIIISSGQRLA 512
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus ! !! !!!!!! *! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!



logo TLVDDLLDYHKMRYGANLDI EQRTCSAVDLSGSASTHRLVLELSHSHLLGKNKPTLR I INQVPSEEQPVWVSADPQRLEQVLYNL IGNAIKY
NTDB id 1162002 U9J37 RS14075 WP 043887193.1 TLVDDLLDYHKMRYGNLDIETSAVDLSGSTHLVLELSSHLLGNKPLRIINQVPEEPVWVSADPQRLEQVLYNLIGNAIKY 592
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! !!! *!!!!! !*!!!!!!*!!!! !*!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!

logo TSTEGKIV I SATVYI
VDDNKNI

VRVQVVDTGQGIPADEQLDEHI FEPL IQAGHNDASRYRQGAGLGLS I SRQL I ELMHKGSTLYVSSQPMV
NTDB id 1162002 U9J37 RS14075 WP 043887193.1 TTEGKIVISATVVDNNIRVQVVDTGQGIPADQLDHIFEPLIQAGNDASRYRQGAGLGLSISRQLIELMKGSLYVSSQPMV 672
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !*!!!!!!!!! *! *!!!!!!!!!!!!!*!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!

logo GTTFSFTLP I
LASTEEEQIAQSARSLQFTDELSPHFQAPESVLTDI

SELAPEQVSTNLVPEVNEPDHGPLLLVAVDDEPVNLRVLDSFLRLEGYRVHQTAKQ
NTDB id 1162002 U9J37 RS14075 WP 043887193.1 GTTFSFTLPIATEEQIASASQFDSPHFQAPESTDIELAEVTNVPVNPDGPLLLVVDDEPVNLRVLDSFLRLEGYRVQTAK 752
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAQ 800
consensus !!!!!!!!!*!*!! !! ! * !!!!!!! ! !!*! *!*! !**!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!

logo DGHLEQAVFLEAKI
L
E
K
A
REKPELVLLDIMMPGMSGYQVCEKLRQDTYDHAEQLP I

V IMLTALNQASDDRLVRGFEAGANDYLSKPFNKQELA
NTDB id 1162002 U9J37 RS14075 WP 043887193.1 DGLEAFEKLEAEKPELVLLDIMMPGMSGYQVCEKLRQDYDHAQLPVIMLTALNQADDRLRGFEAGANDYLSKPFNKQELA 832
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA 880
consensus !!* ! * !!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!*!!!!!!!! !!!*!!!!!!!!!!!!!!!!!!!!!

logo AR IRVAHLTASKAELQRR I ENAQQLQKLELKHQRALMVEASLLETQGRLLEQLESTAPEAI ILCVKREDGNKI
VRFANEAAASKRLFKRRSTPTEQ

NTDB id 1162002 U9J37 RS14075 WP 043887193.1 ARIRAHLTASKAEQRRIENQQLQLELKQRALVEASLLETQGRLLEQLETAPEAIICVREDNKIRFANEAASKLFKRSTEQ 912
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ 960
consensus !!! !!!!!!!!! !!!!! !!! !!!*!!*!!!!!!!!!!!!!!!!!*!!!!!*!!*! !!*!!!!!!! *!!*!**!!

logo LKRSNSAEEL IAPKFLNI ETQDEHYCGNTIDVYVDEDVRQHLSATDI
VLKRLPEQGSGLQRAS IMYI FNVGGS IVNAASR IHNNLETAI

VEALSSY
NTDB id 1162002 U9J37 RS14075 WP 043887193.1 LKRSSAEELIAPKFLNITQDHYCGTIDVYVEDVRQHLSTDILKLPEGSGLRSIYIFNVGGSINASRINNLETAIEALSSY 992
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSSY 1040
consensus !!!! !!!!!!!!!!!! !*!!!! !!!!!*!!!!!!! !*!*!! !!!! *!!!!!!!!*!! !!*!!!!!*!!!!!!

logo AFDEGDKADKLQEKLKELGGEFTRLADKAVSGSDESYKQPSKQDELVMRAE I
VLVDEAMTNSALENYWERSVSTGEQSTKFATFAEKQSGLWRVYLDRSTLQ

NTDB id 1162002 U9J37 RS14075 WP 043887193.1 AFDGDKAKLQELKELGGEFTRLADKVSSDSKPKQEVMREILVDAMTNALEYWESVTGETKFAFAEKSGLWRVYLDRSTLQ 1072
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ 1120
consensus !!*!!! !!! !!!!!!!!!!!!!! ! * *!!**!! *!!*!!! !! !!! !*! *!! !!! !!!!!!!!!!!!!!



logo TRTLDKYLR I ETLPKTPRWRTVLNSSLDYI LEHCKNEAQGSPEQRATHI EGML
QRDNKLQHKLLTSE

NTDB id 1162002 U9J37 RS14075 WP 043887193.1 TRTLDKYLRIETLPKTPRWRTVLSSLDYILEHCNEQSPQRAHIEGLRNKLQHLLTS. 1128
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!! ! ! ! !!! ! !!!*!!!!*

X non conserved

X similar

X ≥ 50% conserved


