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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 116199 BH81 RS17280 WP 025261024.1 MRTGMIALALGLLALRFLPVLPPVWLLLLMPVLALMLLPFRT........YP....VALFLFGLTWACVSAKSALDDRLLPRLDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRW........RP....LAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 116199 BH81 RS17280 WP 025261024.1 QTLWLQGKVVGLPGAAEGVVRFELEDATS.RRARLPQLLRVAWYG....................GPEVRSGERWKLAVKLKRPA 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 116199 BH81 RS17280 WP 025261024.1 GLVNPDAFDYQAWLLAQRIGATGTVVDGQLLTP..............ARAAWRDGIRQRLLAVEAHGR.EGGLAALVLGDGSGLS 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.AGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 116199 BH81 RS17280 WP 025261024.1 TSDWQVLQDTGTVHLLVISGQHIGLLAGVVYLLIAGL.......ARRGLW..PRFLPWLPWACGLAFGAALGYGLLAGFDVPVRR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIW..PQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 116199 BH81 RS17280 WP 025261024.1 ACVMVAMVLLWRLRFRHLGLLLPLLMSLNLVLIFEPLVSLQPGFWLSFSAVAILILIFGG.......RLGA.......WGWWQSW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG.......RLGV.......PSWWRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 116199 BH81 RS17280 WP 025261024.1 TRAQWLIAIGLLPMLLALNLPVSISGPLANLLAVPWVSLIVLPPALLGTLLLPVPVIGEGLLWLAGAALEGLFVVLGWIADVRPA 439
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 116199 BH81 RS17280 WP 025261024.1 WLPSTVPVWAWAMSLLGALLLLMPQGMP...MRLLGWPLLLLCVFPPLKSVPHGQVEVLQLDVGQGLAILLRTRHHTLLYDAGPR 521
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
consensus !*****!*!!!** **! **!!*!*!** *!**! *!!******* ** ! *** *!*!!!***!**!* ! !!*!*!!!

logo

F
Q
YGEDLFADAIAGDEQRVI

V
F
L
VPASYI

LRGKQAHLGLVEQRAKR I
LDTLLML

M
V

V
LSHEADASDHAGGTAELTAI

V
H
M
Q

A
G
R

G
A
L
M
VPVGLRARTMVLAGSSGLELPAEPGRHGLERQARLADPALPAGR I

L
E
D
P
A
A
Q
R

G
L
SCVRANTDGEQTRWAETWND

NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 116199 BH81 RS17280 WP 025261024.1 FGEF.DIGQRVVLPAIRKAGVRKLDLMLLSHADADHAGGALAVHGALPVLRVLGGELAR.......LDPRLDAQLCRNDETWEWD 598
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 116199 BH81 RS17280 WP 025261024.1 GVRFATWRWEQ......AEEGNQSSCMLSVEAMGERLLLTGDIDVEAEQAAINSD..FDLRAHWLQAPHHGSRTSSSKLFLRAVA 675
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 116199 BH81 RS17280 WP 025261024.1 PVGVLISRGRNNAFGHPHPRVMARYRWHGIKSYDSAELGAVGLQLGT..FGQPRAERGEQRFWRD.................. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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