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NTDB id 1094 KZH42 RS01320 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1089 NMB RS00600 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1122 OK783 RS09595 WP 003705341.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1120 NGFG RS10355 WP 020997408.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFDP.....DFIKTDLNWL 70
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVDF.GEFCQYDKTALKQMGWNERQIQRWFNPEH.....KWIDQALQWA 69
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRLP.AQLQSFTPKQWLACGLKPEQLVFLTTQAA.....KQAEQCLQWR 71
NTDB id 1161989 U9J37 RS11675 WP 005472488.1 ...MNREALAAWLALYFTPRVGPKTFAKLTAIESP.ESIAQLSVSELQSVGFSTQQIEYLKHRAE.....KDIVDCFNWL 71
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTP.SNIVQYSTEQLQLLGLTAKQLQAWS.QVD.....KEVDACLTWV 73
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 MR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMAS 156
NTDB id 1089 NMB RS00600 WP 002224767.1 MR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMAS 156
NTDB id 1122 OK783 RS09595 WP 003705341.1 MR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMAS 156
NTDB id 1120 NGFG RS10355 WP 020997408.1 MR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMAS 156
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLAL 150
NTDB id 1388 A4U84 RS04945 WP 062924099.1 EQ.DQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLAI 148
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLAL 151
NTDB id 1161989 U9J37 RS11675 WP 005472488.1 DACSQRAILTLRDSAYPPLLKQTGTAPAILFVEGDVSCLSHPQLAMVGSRNASIDGLNCARRFAQSLVEHGLVITSGLAL 151
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLAL 153
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 GIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1089 NMB RS00600 WP 002224767.1 GIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1122 OK783 RS09595 WP 003705341.1 GIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1120 NGFG RS10355 WP 020997408.1 GIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1250 GCO85 RS13065 WP 027219989.1 GIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIE 229
NTDB id 1388 A4U84 RS04945 WP 062924099.1 GIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVIE 228
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVVE 230
NTDB id 1161989 U9J37 RS11675 WP 005472488.1 GVDGYAHDGALQGGGKTVAVLGSGLDSVYPARHRQLAERICQ.SGALISEFHPLAKPKADHFPRRNRIISGLSAGVLVIE 230
NTDB id 1399 DSB67 RS15600 WP 010645755.1 GIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVE 232
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 AALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKRI 315
NTDB id 1089 NMB RS00600 WP 002224767.1 AALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKRI 315
NTDB id 1122 OK783 RS09595 WP 003705341.1 AALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTGR 315
NTDB id 1120 NGFG RS10355 WP 020997408.1 AALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTGR 315
NTDB id 1250 GCO85 RS13065 WP 027219989.1 AAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQF.....TSNKPIFSL.. 302
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAI....AWQRQSV.HIQPSLFDT.. 301
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSLSEQVPYQATLFSA.. 308
NTDB id 1161989 U9J37 RS11675 WP 005472488.1 AAEKSGSLITARYAAEQGRDVFAIPSSIHHTQGRGCNLLIKQGACLVQNVEDIVAEIETLVRWSDQGIGAVQQEIFPL.. 308
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQ....SLDLFSA.. 306
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 TAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRI 395
NTDB id 1089 NMB RS00600 WP 002224767.1 TAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRI 395
NTDB id 1122 OK783 RS09595 WP 003705341.1 RAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRI 393
NTDB id 1120 NGFG RS10355 WP 020997408.1 RTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRI 393
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....A...................SGKENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCE 358
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....KPKQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT. 375
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .....VQS..............DEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIRKG 369
NTDB id 1161989 U9J37 RS11675 WP 005472488.1 .....EDS..............KEELPFPQLLANVGSRATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKG 369
NTDB id 1399 DSB67 RS15600 WP 010645755.1 .....PID..............EEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKG 367
consensus * * * *** ****** *!*** ***** ** *!**!!! ! ! ***!!** *

logo

Y
R
E
G
T
E
R
L

NTDB id 1094 KZH42 RS01320 WP 002224767.1 RT.. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 RT.. 397
NTDB id 1122 OK783 RS09595 WP 003705341.1 RT.. 395
NTDB id 1120 NGFG RS10355 WP 020997408.1 RT.. 395
NTDB id 1250 GCO85 RS13065 WP 027219989.1 YER. 361
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .... 375
NTDB id 1152 A1552VC RS00200 WP 000654772.1 RG.. 371
NTDB id 1161989 U9J37 RS11675 WP 005472488.1 RGEL 373
NTDB id 1399 DSB67 RS15600 WP 010645755.1 RG.. 369
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