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NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
NTDB id 1161983 U9J37 RS10200 WP 005474188.1 MGKSLVIGVDIGHHSIKAVALKPSKGTFTLVSYQELPIEADIFTDNHMLNYQKIVKKLKELRKSLPLFSRKVALAIPDNA 80
NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQ.MRGNDSYQVFATRKDVVETRVEALQKSGLKP 159
NTDB id 1161983 U9J37 RS10200 WP 005474188.1 VISKVLQIDSALDAQEREYAIFQAFAHQSPFPIEELNLDFVEVSRASA.SQALASYQVYATKRDVAESRVQAATKAGYQP 159
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSLARSSTTTFQVYATKKDVVDSRLHAVKKAGFEP 160
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTTGSLFQ.....QDPLVDDAQV 234
NTDB id 1161983 U9J37 RS10200 WP 005474188.1 VLLDVQTHSLVHIWQMASRM.QHKFDWLLVDVGLSQTSVCMDLQDKAPFCKEIALGTQLIENDHQ.....LEHLV...HG 230
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VLMDVQVHSLLHLWQLASRA.YRRPDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVNSLNHPLL...HD 236
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 ATEQFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKRKRRAADWQ 314
NTDB id 1161983 U9J37 RS10200 WP 005474188.1 STERFIFALVDKLQRNIQMLTSVHGV.SVQGIWLAGGGAVTPMLAEEIARRLNTECELFNPLALFERQNNKKSASYSTGH 309
NTDB id 1171 A1552VC RS12125 WP 000520444.1 PTQRFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSLFKNNVAKRKRPLVDGQ 316
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 HFTAAAGLAVRGIQWLGGDNAVSH 338
NTDB id 1161983 U9J37 RS10200 WP 005474188.1 AYATAAGLALRGLDWLEQDHAA.. 331
NTDB id 1171 A1552VC RS12125 WP 000520444.1 RFSTAAGLALRGLAWLESEHVA.. 338
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