
logo

MQEHTDNQNAKYLLMVEDTASVAALYRSYLTPLCDIDINIVGTGRDAI ES ILGNFRRETPDL I LLDLRLPDMTGMDVLYAVKEKKNS
NTDB id 1161973 U9J37 RS07095 WP 005473429.1 MQEHTDNQNAKYLLMVEDTASVAALYRSYLTPLCIDINIVGTGRDAIESLNFRTPDLILLDLRLPDMTGMDVLYAVKKKN 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!* ! !!!!!!!!!!!!!!!!!!!!!!! !

logo PDVP I
VVFMTAHGS IDTAVEAMRHGAQDFL IKPCEADRLRVTVNNAI

LRKASKLKNDEAVDNYPGKNQGNYQGF IGSSQTMQAVYRT
NTDB id 1161973 U9J37 RS07095 WP 005473429.1 PDVPVVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNALRKASKLKNEADYPGNQGYQGFIGSSQTMQAVYRT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYRT 145
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!* ! * !! !!!!!!!!!!!!!!!!!

logo IDSAASSKAS I F ITGESGTGKEVCAEAIHAATSKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADG
NTDB id 1161973 U9J37 RS07095 WP 005473429.1 IDSAASSKASIFITGESGTGKEVCAEAIHATSKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADG 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!

logo GTLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVEQEGRFREDLYYRLYVIPLHLPPLRAE
NTDB id 1161973 U9J37 RS07095 WP 005473429.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVEEGRFREDLYYRLYVIPLHLPPLRE 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRA 305
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo RGDDI
V I E IAYSLLGFMSKEEGKDFVRLSAPEQVVDERFARQSYEWPGNVRQLQNVLRNVVVLNENGKRE IDTLDSMLPPPLNKQMPSTAENP I

Q
I
N

NTDB id 1161973 U9J37 RS07095 WP 005473429.1 RGDDIIEIAYSLLGFMSKEEGKDFVRLSPQVVDRFASYEWPGNVRQLQNVLRNVVVLNNGKEIDLSMLPPPLNKPTENQI 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPIN 385
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!!!* !!*!! !!!!!!!!!!!!!!!!!!!!! !*!! ! !!!!!!! ** *

logo

RA
R
L
V
D
PLAPHVESDNEKFVSVHQDE I FPLWLMTEKQRAI EQAI EKACDGNIPKRAAGTYLDVSPSTIYRKLQSTWNELKEVKTEQKEKER

NTDB id 1161973 U9J37 RS07095 WP 005473429.1 .RVDLPVSDEFSVQDIFPLWLTEKRAIEQAIKACDGNIPKAAGYLDVSPSTIYRKLQSWNLKETQ..... 464
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus * **!** !!**!!!!!*!!! !!!!!! !!!!!!!*!! !!!!!!!!!!!!!!*!! ! *****

X non conserved

X similar

X ≥ 50% conserved


