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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTE.....NALENKLLIGRSLPIQQLRIAIK 155
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 KIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGS 235
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGT 230
NTDB id 1161967 U9J37 RS04510 WP 005473855.1 SVAPTTASVFIVGESGTGKEVCAEAIHKESKRSDKPFVAINCGAIPKDLMESEIFGHVKGAFTGATTDRKGAASQAHGGT 237
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 FAS..............AAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYR 459
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NTDB id 1161967 U9J37 RS04510 WP 005473855.1 TAPPPTPLSVEASPAEPIIDEIESTYTPSQAADNPPTH..IRPMWQIEREAIQQAIDYCDGNVLNAAVLLELSPST.VYR 474
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ...............LPL..........AHENKVSVHE..IFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPST.IYR 439
consensus * ** * ** ********* * *** **!******!** ** !** !! *!**** ***!!



logo

K
L
L
KKQAFLTGWEILNAEDEKTDEVEKTQEKQYEKTVDER
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consensus * ** * *** *

X non conserved

X similar

X ≥ 50% conserved


