
logo MQHQEHQPTFFFFDYETWGTVNSPAKDRPCSQFAGVRTDMDFNI IGEPLVIYCQLPPNTDYLPAPEAAL ITGITPQKTANVASKQGLASEP
NTDB id 1161966 U9J37 RS03635 WP 039484820.1 MQHEHQPTFFFFDYETWGTSPAKDRPCQFAGVRTDMDFNIIGEPLVIYCQPPTDYLPAPEAALITGITPQTAVAKGLSEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !!*!!!!!!!!!!!!!!! !!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!! ! !! !!

logo EF IAKR IHAEEQLASTPNTINLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHYALRPEGI
VEWPENDDEGF IT

NTDB id 1161966 U9J37 RS03635 WP 039484820.1 EFIAKIHEQLATPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACYALRPEGVEWPENDEGFI 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!*!!!!!!*!!!!!!*!!

logo SFKLEHLSKVANGI EHESNAHDAMADVIATI ELMAKKI
VKAAQPKLFDYFFLSTMRHKRKLNTDEL IDIVNMQTPLMHVSGMLGRECRHNY

NTDB id 1161966 U9J37 RS03635 WP 039484820.1 SFKLEHLSKANGIEHENAHDAMADVIATIEMAKKIKAAQPKLFDYFLSMRHKRKLNDLIDIVNMTPLMHVSGMLGRECNY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!! !!!!!! !!!!!!!!!!!!!!*!!!*!!!!!!!!!!! *!!!!!!! *!!!!!! !!!!!!!!!!!!!**!

logo TSWI
MVP I

VAWHPTNQNAVIMVVDLAGKDPQPLFLDELDAVEQTLNQAERLYTKRHYESDELADPDELPVPVKLVHLNKCP I LAPAKTLTAENAAQ
NTDB id 1161966 U9J37 RS03635 WP 039484820.1 TSWMVPVAWHPTNQNAVIMVDLAKDPQPLFDLDVEQLNERLYTKHSELADDELPVPVKLVHLNKCPILAPAKTLTAENAA 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!*!!*!!!!!!!!!!!*!!!*!!!!!! *!! ! !* !!!!** *!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

K
NIG IDNREQCLAEHNLANRVI

LRQHTPE IREKL IVGTLVFYS IQDEREFYANKQDENSDVDSMQLYADGFFSPADKRAASMDE I IRQTTADPENNLAGASLADIRSFVANDDK
NTDB id 1161966 U9J37 RS03635 WP 039484820.1 NIGINREQCLENLARLRQTPEIREKLIGLYSIDREYAKDNDVDSMLYDGFFSPADKASMDIIRQTDPNNLAALDISFNDD 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!! !!!!! *! *!!*!!!!!!!* **! *!!* * !!!! !! !!!!!!!*! !*!!! ! ! !!* ! ! !

logo R IAEPLLFRYRARHNFYPAHTLDTDESTEQQRRWAANHCRDYFERSNR I
LEDGYMLNLENLVHEHEQASDEPKKLMAI LKSVYHQYVEQKLAVCS

NTDB id 1161966 U9J37 RS03635 WP 039484820.1 RIAPLLFRYRARNFPATLDESEQQRWANHCRDYFESRIEDYMLNLENLVHEHESDEKKLAILKSVYQYVQKLVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!**!*!! **!! !!! !!!!!!! *! !!!!!!!!!!!! !*!!*!!!!!!!*!! !! *
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