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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1161929 ACKPCS RS09850 WP 319528587.1 MRTGMVALALGLLCLR........WLPALPSVGVLLALILLGLCCLPSRAR....PLGCFLLGFCWGCLSAQDALDDRLP 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLR........FLPQLPSFGWLLALAPVGLLLLPFRWR....PLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1161929 ACKPCS RS09850 WP 319528587.1 PALDGRTLWVEGRVVGLPEHHAQFVRFEFAEASS.RRAQLPKRLRLSWYGG....................PPINSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1161929 ACKPCS RS09850 WP 319528587.1 RLAVSLKRPLGLLNPHIADQEMTLLARRIGATGSVKAGERLSSA..............NMVWRDGIRQRLMAVDAQ.GRE 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1161929 ACKPCS RS09850 WP 319528587.1 GVLAALVLGDGSGLTRADWQALQATGTVHLLVISGQHIGLLAGLVYALIAALAR.......FGL..WPRAVPWLPAACVL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLAR.......WGI..WPQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1161929 ACKPCS RS09850 WP 319528587.1 ALAAALAYGMLAGFQVPVRRACIMLAVVLLWRLRFRHLGVMLPWLLALNAVLLIEPLASLQPGFWLSFGAVAILIFTFSG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEP 479
NTDB id 1161929 ACKPCS RS09850 WP 319528587.1 ..............RLGAWRAWQAWTRAQWMIALGLLPFLLVLGLPVSLSAPLVNLLAVPWISVLVLPVALAGTLLLDVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 ..............RLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 1161929 ACKPCS RS09850 WP 319528587.1 VLGACLLWLAGGLLDVLFRVLGQVADWQPAWVPAALPLWAWLLVCLGVFLVLLPKGLP...MRILGWPAVLLAVFAPRDE 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 1161929 ACKPCS RS09850 WP 319528587.1 VPEGQLEVWQLDVGQGQAFILRTRHRALLYDAGPAMGEV.DLGARIVLPTLLKLGVSTLDLMLLSHADADHAGGALAVKR 565
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 1161929 ACKPCS RS09850 WP 319528587.1 GLPVARVLAGEVQR.......LPQALQAQPCVAGEHWEWDGVRFSVWQWH......EAGDSNQGSCVLLVEASGERLLLT 632
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 1161929 ACKPCS RS09850 WP 319528587.1 GDIDAEGERAWLQATA..EPRVDWLQAPHHGSRSASGQAFLEALAPRGVLISRGRYNAFGHPHPEVMARYRHLGIVPYDS 710
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1161929 ACKPCS RS09850 WP 319528587.1 ALEGAVYWRLGS..FGEPQGMRRQQRFWR................... 737
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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