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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1161909 ACLMBU RS12020 WP 321373608.1 ....MFALALGLLALRFLPAL........PSIGWLIAMPVVALMLLPFR....TYPLAFFLLGLSWACFSAQSALNDRLK 64
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQL........PSFGWLLALAPVGLLLLPFR....WRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1161909 ACLMBU RS12020 WP 321373608.1 PALDGQTRWVEGWVTGLPQRTGDGVRFELTDS.RSRKTHLPERIRVFWRG....................GPEVRSGERW 123
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1161909 ACLMBU RS12020 WP 321373608.1 RLAIALKRPFGLLNFHGFDQEAWLLAQRIGATGSVKDGERLAA..............ARNAWRDNVRQRLMAVDARGR.E 188
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1161909 ACLMBU RS12020 WP 321373608.1 AGLAALVLGDGSGLAAEDWQVLQDTGTVHLLVISGQHIGLLAGLVYGLVAGL.......ARYGCWP..RAWPWLPWACGL 259
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIWP..QRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1161909 ACLMBU RS12020 WP 321373608.1 AFAAALAYGLLAGFGVPVQRACVMVGLVLLWRLRFRHLGIWWPLLLALNGVLMLEPLASLQPGFWLSFAAVAVLGLAFGG 339
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 1161909 ACLMBU RS12020 WP 321373608.1 R.......L.......GPWSLWQAWTRPQWMIAIGLFPVLLVLGLPISLSAPLANLVAVPWISLVVLPLALLGTVLLPLP 405
NTDB id 1199 PSJM300 12650 AFN78592.1 R.......L.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 1161909 ACLMBU RS12020 WP 321373608.1 FVGESLLWLAGGALDGLFIGLAWLAGLVPAWVPTEVAPVYWCISLLGAVLLLLPKGVP...FRLLGWPMLLLAVFPPRSL 482
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 1161909 ACLMBU RS12020 WP 321373608.1 VPHGQVEVVQLDVGQGQALILRTRHHTLLYDAGPRSGAF.DLGARVVLPSLRKLGVGTLDMMLLSHADADHAGGAVAIAN 561
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 1161909 ACLMBU RS12020 WP 321373608.1 GMPIKRVVGGETE.....RL..PTVLGTQPCSSGEQWRWDGVSFELWQWA......DAVAGNPKSCVLLVQANGERLLLT 628
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPE.....RL..PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 1161909 ACLMBU RS12020 WP 321373608.1 GDIDRAAEQALLST..PLAVPTDWLQAPHHGSRSSSSWAFLQRLTPKSVLISRGRGNAFGHPHQQVLERYRALGSQVYDS 706
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
consensus !!!****! !!* * ** * ***!**!!!!!**!!!**!! **** ****** !**!!!!**!* !* * ! ** **

logo

D
A
A
E
H
Q
TGALVRSVI

L
E
Q
R

T
L
R
G
G
A
DAL

F
G
A
G
P
V

A
P
R

R
T
V

A
R
V

A
M
R

S
R
D
M
S

E
Q
R

R
PRYFWSRSEAKRLEPVAALAETTEPTGAQP

NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1161909 ACLMBU RS12020 WP 321373608.1 AEQGAVRLRLGA..FAPPVVARSQRRFWRERLP............... 737
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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