
logo MFGSFFRRKNKKQDEETAPATLQAEEAQQEVQSEQETALANKVESEVAQIVGNIKEADVETKSALAPETPSAVKGPRATESTADTVETVSAGAPTVEPAQPVKTETVATEAMPSTEPAG
NTDB id 1161878 ACLMBM RS06900 WP 321275827.1 MFGFFRRNKKQDEATQAEQQESQELN..............EAVTKAPTPA..PTETDTE...APTPAPTETVTEAPTP.. 59
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 1161878 ACLMBM RS06900 WP 321275827.1 ...........APTETVTEAPTPAPTEIVTEEEPKKKGFFARLKEGLSKTRKTFTDSLANLVLGKKEIDDELLEDLEMIL 128
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAV.GQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGV.FGGGQIGEDLYEELETVL 158
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NTDB id 1161878 ACLMBM RS06900 WP 321275827.1 LTADVGIDATDRIIQNLTDQVSRKELSDPQALIASLKVQLNQILEPINRPLEIDEFLKTTGGPYVILMVGINGVGKTTTI 208
NTDB id 1118 NGFG RS11455 WP 003696286.1 ITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLV....LPETKEPFVIMLAGINGAGKTTSI 234
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NTDB id 1161878 ACLMBM RS06900 WP 321275827.1 GKLAKKFQNEGKSIMLAAGDTFRAAAVEQLETWGERNNVPVIAQKTGADSAAVIFDAMQSAKAKNIDVLIADTAGRLHTQ 288
NTDB id 1118 NGFG RS11455 WP 003696286.1 GKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQ 313
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NTDB id 1161878 ACLMBM RS06900 WP 321275827.1 SNLMEELKKVKRVIAKVDDTAPHEVMLVIDAGTGQNALNQTKQFHEAVGVSGITLTKLDGTAKGGIVYALAEQTQVPIRY 368
NTDB id 1118 NGFG RS11455 WP 003696286.1 LHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRY 393
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NTDB id 1161878 ACLMBM RS06900 WP 321275827.1 IGIGEQIDDLRPFNSEDFTNALFTQNETASKT 400
NTDB id 1118 NGFG RS11455 WP 003696286.1 IGVGEGIDDLRPFDARAFVDALLD........ 417
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