
logo

MA
M
D
NLELESKSLKNQLPNESASGVYQYFDEKKNGRKQLLYIGKAKI

NLKKNR I
VKSYFKSFIRTNPKNE I

L
L
TPANDHKRALSLPR IQYKMMI

V
K
T
E
Q
I
V
A
K
F
SLETWI LVVEPNEHQ

NTDB id 1161822 ACKU4C RS04210 WP 321314709.1 .MNLEEKLKQLPNEAGVYQYFDEKGKLLYIGKAKILKNRVKSYFKFTPK.LLPADKLSPRIYKMITEVKSLEWIVVPNEH 78
NTDB id 1206 C694 RS04180 WP 000774319.1 MADLLSSLKNLPNSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNHRASLRIQMMVKQIAFLETILVENEQ 80
consensus * ! !!*!!! !!!!!!! !!!!!!!! !! !*!!!! * ** ! ** !*!! !* * !! !*!*!!*

logo DAL I LENSL IKQLKPKYNI LLRDDKTYPYIY I
M
D
NFNSETDNFP I

R
L
P
E
L ITRKR I

VLKEQKPGNI
VKYFGPFYSTSTGAKRDI

MLDS ILYE I
L
L
VPLVQKK

NTDB id 1161822 ACKU4C RS04210 WP 321314709.1 DALILENSLIKQLKPKYNILLRDDKTYPYIYINFNENFPRLEITRRVLKEKNIKYFGPYSTGARDMLDSIYEIVPLVQKK 158
NTDB id 1206 C694 RS04180 WP 000774319.1 DALILENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKK 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* ! !! * !!!**!! * *!!!!!***!!*!*!!!*!!**!!!!!!

logo

N
SC IKDGKEKAC I

LFYQI EKKRCFKAPCEGNKI STKEEYLSKI
L
A
V
D
K
E
N
A
CLENMYI EYNKDNKRL IKSEKLETKLKMEERLYSNENFLRFEEALMI

K
L
YRDR IAKKTI EQKI

S

NTDB id 1161822 ACKU4C RS04210 WP 321314709.1 SCIKGKEACLFYQIKKCFAPCEGKISKEEYSKLVDNALNYIYNKNKLISKLTKKMEEYSNEFRFEEAMKLRDRIKTIEKS 238
NTDB id 1206 C694 RS04180 WP 000774319.1 NCIKDKKACIFYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNNLRFEEALIYRDRIAKIQKI 240
consensus !!! ! !!*!!!! *! !!!! !!*!!!! !* *! ! !! *!! ! !!! !! !!!!!* !!!! ! !

logo

A
Q
I
P
F
QTCGMDLAKTLNEYDNI

LDI
LFAFIKYGIAKDSNTKAVLVKRMFFMRDGGKI

L
A
I SSANFHENKYIHKPSLNKEDI

N
G
T
F
IDI

T
D
QEAMYEKQRAI INHYYDQNSEHI

LPLVLMPDEEQI
NTDB id 1161822 ACKU4C RS04210 WP 321314709.1 QIQTGMDLATNENIDLFAIKIKDTKAVLVRMFFRDGKLASSNHNYIKPNKEDITIDIQEAYERAIINYYDNEIPVLPDEI 318
NTDB id 1206 C694 RS04180 WP 000774319.1 APFTCMDLAKLYDLDIFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSL...NGFDTDEAMKQAIINHYQSHLPLMPEQI 317
consensus * !*!!!! *!*!! !!!!!*!! ! !!* !! * !** *** ! !! !!!!*! **!**!* !

logo

I
L
I
L
N
T
A
T
C
E
L
S
NEETKLDKE I

L
E
Q
E
NF IKSEHKQFYSKKIAP I

L
I
S
I
TPKKRGDKKKLAE I

L
I
L
E
N
I
VALMDKNACNQE I

L
F
L
R
S
L
Q
E
S
K
S
T
V
K
S
D
N
E
T
D
S
L
S
I
V
L
Y
E
S
E
Q
A
L
K
R
Q
SLFKNLDECKMVPNYRFVECI

NTDB id 1161822 ACKU4C RS04210 WP 321314709.1 IITTEL.EEKDEIENFIKEKFSKKIPIITPKRGKKKEILNVALDNCNELLRLSSVKDTSSVYSQLKQLFNLDKVPNRFEC 397
NTDB id 1206 C694 RS04180 WP 000774319.1 LLNACSNETLKELQEFISHQYSKKIALSIPKKGDKLALIEIAMKNAQEIFSQEKTSNEDLILEEARSLFKLECMPYRVEI 397
consensus ** * *! !* !! * *!!!!** !!*! ! ** *!* !**!* * * !! !***! ! !*

logo FDNTSHHMMSGSQSAQCTVGAGMVTVW
YEENNAKFEQKGNDSFYRHRYHNLEKGSKSDEYSTQMRSELTLLTRRAVELDSFAEKENPAPPDNLMWVIDGGERATLQLKNI

LA I
L
D
E I LRKNS

NTDB id 1161822 ACKU4C RS04210 WP 321314709.1 FDNSHMMGQATVGAMVTWEE.KFEKGDFRHYNLESKDEYSQMRETLLRRVESFEKNPAPDMWVIDGGETLLKLAIDIRNS 476
NTDB id 1206 C694 RS04180 WP 000774319.1 FDTSHHSSSQCVGGMVVYENNAFQKNSYRRYHLKGSDEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKS 477
consensus !! !!* *!!*!! *! * ! ! *!*!*! !!!*!! ! ! !! ! ! !*! *!!!!!! ! *!**! !

logo

C
SGSVFNLVDE I

V
I
VAIASKEKLRDFSKAHYRASKGGSAKDI I FHFTEPNSNGIVD

E
K
T
F
L
D
KLLPSDKRLQFWI

VQKRLRDEASHRFYAINSFHKRKSQTKLRKENDMKTQIAS
NTDB id 1161822 ACKU4C RS04210 WP 321314709.1 CGVNLDIVAIAKEKLDFKAHRAKGSAKDIIFFENNGIVEKLDLLPSDKRLQFIQRLRDEAHRFAISFHKKQKRKEDTQIS 556
NTDB id 1206 C694 RS04180 WP 000774319.1 SGSFVEVIAISKEKRDSKAYRSKGGAKDIIHTPS....DTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIA 553
consensus *! ****!! !!! ! !!*! !! !!!!!* * ***** !!!!!!!!!**!*!!!! !!*!! !!* ! ! !!



logo LLKQEIKGIGEAKSMVKKLLDLYFGSTFEANI EKKNASSELEQEKLKNADVLKNEKKRDIAML I INYFKTLEG
NTDB id 1161822 ACKU4C RS04210 WP 321314709.1 LLQIKGIGEAKMKKLLLYFGTFENIKNSSLEELKDVLNEKDAMLIINYFKTLEG 610
NTDB id 1206 C694 RS04180 WP 000774319.1 LLKEKGIGEASVKKLLDYFGSFEAIEKASEQEKNAVLKKRI............. 594
consensus !! !!!!!! *!!!! !!!*!! ! ! ! !! * *************

X non conserved

X similar

X ≥ 50% conserved


