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NTDB id 615 LCA RS02545 WP 011374200.1 .MGQQVIACGRQFTAAQLADTQN.....NNYSLPQIKRRPAFLRVKHRLVCQRCQQVV.PPQTCLPDGRHYCAQCLLFGR 73
NTDB id 593 KW2 RS05130 WP 021037147.1 MNLILENLLGHLLLEKDISAFNNFTDQVNNENKL.IKIGAMTSVNANKVRCNRCGTIHIKTNVKLPIGAFFCPTCLELGR 79
NTDB id 1161755 U8955 RS09985 WP 038804759.1 .MKVNPNYLGRLFTERELTK.........EERQMAVKLPA.MRKEKGKLFCQRCNSSI.LEEWCLPIGAYYCRECLLMKR 68
NTDB id 277 KZH43 RS10090 WP 000867601.1 .MKVNLDYLGRLFTENELTE.........EERQLAEKLPA.MRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMKR 68
NTDB id 236 SPD RS10765 WP 000867601.1 .MKVNLDYLGRLFTENELTE.........EERQLAEKLPA.MRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMKR 68
NTDB id 202 SPR RS10250 WP 000867601.1 .MKVNLDYLGRLFTENELTE.........EERQLAEKLPA.MRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMKR 68
NTDB id 167 SP RS11275 WP 000867616.1 .MKVNLDYLGRLFTENELTE.........EERQLAEKLPA.MRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMKR 68
NTDB id 535 SMSK321 RS10515 WP 000867726.1 .MKVNPNYLGRLFTENELTK.........EERQLAEKLPA.MRKEKGKLFCQRCDSAI.LDEWYLPIGAYYCRECLLMKR 68
NTDB id 507 SM12261 RS09240 WP 000867722.1 .MKVNPNYLGRLFTENELTE.........EERQLAEKLPA.MRKEKGKLFCQRCNSTI.LEEWYLPIGTYYCRECLLMKR 68
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NTDB id 615 LCA RS02545 WP 011374200.1 LVEGDWLYTVPECHLFENNIPKLTWEGQLTPHQEKAAQAVVEVVQTQKRHVLTAVTGAGKTEMLFQGILVALQKGQRVCL 153
NTDB id 593 KW2 RS05130 WP 021037147.1 VRSDEYFYHLPQQDFPEKT..YLRWTGKLTENQEKISDALCQQITNNQKLLVQAVTGAGKTEMIYQLIEQILSHGGSVGL 157
NTDB id 1161755 U8955 RS09985 WP 038804759.1 VRSDQALYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLIRAFKKKEPTLVHAVTGAGKTEMIYQVVAKVIDNGGSVCL 146
NTDB id 277 KZH43 RS10090 WP 000867601.1 VRSDQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 236 SPD RS10765 WP 000867601.1 VRSDQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 202 SPR RS10250 WP 000867601.1 VRSDQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 167 SP RS11275 WP 000867616.1 VRSDQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQVVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 535 SMSK321 RS10515 WP 000867726.1 VRSDQVLYYFPQEDFAKQD..ILKWRGQLTPFQEKVSEGLIQAVDKQEPILVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
NTDB id 507 SM12261 RS09240 WP 000867722.1 VRSDQSLYYFPQEDFPKQD..VLKWRGQLTPFQDKVSQGLLQAVDKQEPSLVHAVTGAGKTEMIYQVVAKVINAGGAVCL 146
consensus *******!**!******** *!*!*!*!!**!*!******************!!!!!!!!!!**!********!**!*!

logo AASPRVIADVC I
LELHYPQKRLSQADKNRQADFTASTCQTEGSI IMPSALMLYHHGEQGTSDESPYRFYRSTQPLVI

V
C
M
S
ATSTHQLLRKFKYEHQAFDTLVL I IVDEVDAFPFYRVDNDP I

V
MLAYFTYHALVNEKQN

NTDB id 615 LCA RS02545 WP 011374200.1 AAPRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDEVDAFPFVDNPVLATAVEQ 233
NTDB id 593 KW2 RS05130 WP 021037147.1 ASPRIDVCIELHQRLSRDFTCQI.PLLYHE.GDSYFRSPLVVMTSHQLLRFKEAFDLLIIDEVDAFPFRDNDMLYFALEN 235
NTDB id 1161755 U8955 RS09985 WP 038804759.1 ASPRIDVCLELYKRLQNDFACEI.ALLHGE.SEPYFRTPLVVATTHQLLKFYHAFDLLIVDEVDAFPYVDNPILYYAVNQ 224
NTDB id 277 KZH43 RS10090 WP 000867601.1 ASPRIDVCLELYKRLQQDFSCGI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 236 SPD RS10765 WP 000867601.1 ASPRIDVCLELYKRLQQDFSCGI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 202 SPR RS10250 WP 000867601.1 ASPRIDVCLELYKRLQQDFSCGI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 167 SP RS11275 WP 000867616.1 ASPRIDVCLELYKRLQQDFSCGI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 535 SMSK321 RS10515 WP 000867726.1 ASPRIDVCLELYKRLQDDFACEI.SLLYGE.SEPYFRTPLVVSTTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
NTDB id 507 SM12261 RS09240 WP 000867722.1 ASPRIDVCLELYKRLQKDFACEI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKN 224
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NTDB id 615 LCA RS02545 WP 011374200.1 ACKPQCALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGRLPKRLERDCQTYLK.TQQI 312
NTDB id 593 KW2 RS05130 WP 021037147.1 AKKINGTLLYLTATSTDKLDKQIKKHEIKRLFLPRRFHGHPLVIPMFFWKKTFYKK.............FIEQRKTGFPL 302
NTDB id 1161755 U8955 RS09985 WP 038804759.1 CVKKDGLRIFLTATSTDELDKKVRTGKLKRLSLPRRFHGNPLIIPKPVWLSDFNRYLDKSQLSPKLKISIQKQRRTGYRL 304
NTDB id 277 KZH43 RS10090 WP 000867601.1 SVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPL 304
NTDB id 236 SPD RS10765 WP 000867601.1 SVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPL 304
NTDB id 202 SPR RS10250 WP 000867601.1 SVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPL 304
NTDB id 167 SP RS11275 WP 000867616.1 SVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPKLKSYIEKQRKTAYPL 304
NTDB id 535 SMSK321 RS10515 WP 000867726.1 SVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNRYLEKKCLSPKLKSYIEKQRKTGYPL 304
NTDB id 507 SM12261 RS09240 WP 000867722.1 SVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNHCLEKSRLSPKLKSYIEKQRKTGYPL 304
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NTDB id 615 LCA RS02545 WP 011374200.1 LLFVPQVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVTFKNVAVLVLGAEHMVFNE 392
NTDB id 593 KW2 RS05130 WP 021037147.1 LIFVAEIDFGQDFAKNLQEKFPKEKMAFVASTTKSRKTIVEAFRKKQVSILITTSILERGVTFSSIDVFVINSEHPNFTK 382
NTDB id 1161755 U8955 RS09985 WP 038804759.1 LIFASEIKKGEKLKEILQVYFPDEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 277 KZH43 RS10090 WP 000867601.1 LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 236 SPD RS10765 WP 000867601.1 LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 202 SPR RS10250 WP 000867601.1 LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 167 SP RS11275 WP 000867616.1 LIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 535 SMSK321 RS10515 WP 000867726.1 LIFASEIKKGEQLKEILQKEFPHEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
NTDB id 507 SM12261 RS09240 WP 000867722.1 LIFASEIKKGEQLKEIIQEQFPNEKIGFVSSITENRLEQVQAFRDRELTILISTTILERGVTFPCVDVFVVEANHRLFTK 384
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NTDB id 615 LCA RS02545 WP 011374200.1 AVLVQIAGRAGRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQRGRRLQSTV 445
NTDB id 593 KW2 RS05130 WP 021037147.1 SALIQMAGRVGRDSKRPTGLVSFFHSGKSLAMCQAQKEIKKMNRLGGF..... 430
NTDB id 1161755 U8955 RS09985 WP 038804759.1 SSLIQIGGRVGRSMDRPTGELLFFHDGLNTSIKKAIKEIKQMNKEAGL..... 432
NTDB id 277 KZH43 RS10090 WP 000867601.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 236 SPD RS10765 WP 000867601.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 202 SPR RS10250 WP 000867601.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 167 SP RS11275 WP 000867616.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 535 SMSK321 RS10515 WP 000867726.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL..... 432
NTDB id 507 SM12261 RS09240 WP 000867722.1 SSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL..... 432
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