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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGG.FYWHQSQQKQKVT.....QNEQLLATSASKTK.......PATKKTHQAATK 67
NTDB id 300 STER RS07485 WP 011681496.1 .MKEKILAYVKDNRLFVSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSEKV 79
NTDB id 595 KW2 RS08725 WP 021037687.1 ..MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNSPKP.....AETLSVENLSSSSTKSS...VSKF....NSSSSEKN 66
NTDB id 1161716 U8955 RS04055 WP 038805079.1 ..MEVIIEKIKEYKIIVICAGLGLALGGFFLLKPTSQTP.....VKETNLQAEVAAVSKDS...SSEKEVKKEEKEESPE 70
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPHTP.....VKETNLQAEVVAISKDS...STEKDVKKEEKEEPVE 70
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTP.....VKETNLQAEVVAVSKDS...VSEKEVKKEEKEEPLE 70
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTP.....VKETNLQAEVAAVSKDS...STEKEVKKEEKEEPLE 70
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTP.....VKETNLQAEVAAVSKDL...VSEKEVNKEEKEEPLE 70
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTP.....VKETNLQAEVAAVSKDL...VSEKEVNKEEKEEPLE 70
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTP.....VKETNLQAEVAAVSKDL...VSEKEVNKEEKEEPLE 70
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NTDB id 613 LCA RS05340 WP 231952379.1 KKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIA 147
NTDB id 300 STER RS07485 WP 011681496.1 KSKVTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGTGQV.. 156
NTDB id 595 KW2 RS08725 WP 021037687.1 KNEIMVDLKGAVAKPNVYQISSD.ERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSES.TDSPTG.. 142
NTDB id 1161716 U8955 RS04055 WP 038805079.1 QDLITVDVKGAVKSPGIYDLPLG.SRVHDAVQKAGGLTEEADSKSLNLAQKISDEALVYVPTKGEEAASQQ.AASGTS.. 146
NTDB id 521 SMSK321 RS04960 WP 000443804.1 QDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQH.TGSGAP.. 146
NTDB id 493 SM12261 RS04300 WP 000387351.1 QDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQ.AGPGTA.. 146
NTDB id 153 SP RS04730 WP 000387344.1 QDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGSGTA.. 146
NTDB id 263 KZH43 RS04195 WP 000387330.1 QDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGLGTA.. 146
NTDB id 222 SPD RS04535 WP 000387330.1 QDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGLGTA.. 146
NTDB id 188 SPR RS04295 WP 000387330.1 QDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGLGTA.. 146
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LGAPQGKKRAEQQDVI IADFYHRDMEEKSAHQNGDGKFQKQS IVEDDELGQKNKVGSGFIGPDAGKTFLIDEQK
NTDB id 613 LCA RS05340 WP 231952379.1 TTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQ 227
NTDB id 300 STER RS07485 WP 011681496.1 .............SDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDK 223
NTDB id 595 KW2 RS08725 WP 021037687.1 ............SSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEK 210
NTDB id 1161716 U8955 RS04055 WP 038805079.1 ............PS......TSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEK 208
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ............SS......TSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEK 208
NTDB id 493 SM12261 RS04300 WP 000387351.1 ............SS......TSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEK 208
NTDB id 153 SP RS04730 WP 000387344.1 ............SS......TSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEK 208
NTDB id 263 KZH43 RS04195 WP 000387330.1 ............SS......ISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEK 208
NTDB id 222 SPD RS04535 WP 000387330.1 ............SS......ISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEK 208
NTDB id 188 SPR RS04295 WP 000387330.1 ............SS......ISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEK 208
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NTDB id 613 LCA RS05340 WP 231952379.1 LQSQICVN 235
NTDB id 300 STER RS07485 WP 011681496.1 IRESLYVA 231
NTDB id 595 KW2 RS08725 WP 021037687.1 LKDEISID 218
NTDB id 1161716 U8955 RS04055 WP 038805079.1 LKDYVTVD 216
NTDB id 521 SMSK321 RS04960 WP 000443804.1 LKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 LKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 LKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 LKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 LKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 LKDYVTVD 216
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