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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1161674 ACORJT RS01195 WP 185979093.1 ..MRGVNKVILVGTLGQDPEVKYAANGNAIANLSVATSEEWNDKNTGQKQQKTEWHRVAIFGKLAEIAGQYLKKGSQVYL 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYGQSQ..................EAYQRPAQ 134
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYGQSQ..................EAYQRPAQ 134
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSS.GGDF..GGNQGSGWNQAPA.......QTNYNQGGYSDNYA 144
NTDB id 1161674 ACORJT RS01195 WP 185979093.1 EGKLQTRKWQDQNGQDRYTTEVVLSGFDSNMQMLGGGQR.QGDAAFDNAYNQGMPQQPMQNNMSAPQNNYQGGGYQQPMQ 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQ.QGGMPAQGGMN.............VPAQQGSWGQPQQPAK 146
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NTDB id 1131 NGFG RS05740 WP 003695064.1 ......QSRQPAPDAP...........SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ......QSRQPASDAP...........SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 QNN.................NFNGGNATRPQPA....QKPAAQAEPPMDNFDDDIPF 180
NTDB id 1161674 ACORJT RS01195 WP 185979093.1 NRAPVQNPSRPMQGSPNNVGGYGGAQQPSPQPMGGQPQRAPAY..VPNDFDDDDVPF 212
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQPMQQS....................APQQ.....YSQPQYNEPPMDF.DDDIPF 177
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