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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGD...READFINCVIWRKSAENFANFTKKGSLVG 72
NTDB id 1161621 ACKPCE RS08725 WP 276992869.1 ...MSVNKVILLGNVGKDPEVRYLDSGIAVASFPLATSDRAYTLANGTQVPERTEWHNLVLWRGLAETAEKYVHKGDKLY 77
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQ.RVERTEWHNITMYRKLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQ.RVERTEWHNITMYRKLAEIAGQYLKKGGLVY 75
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGE.QKEKTEWHRVTLYGKLAEVAGEYLRKGSQVY 79
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGE.RREVTEWHRIVFFRRQAEVAGQYLRKGSKVY 77
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NTDB id 624 LCA RS00040 WP 011373726.1 AANNT.........QADPFANNGQAIDISDDDLPF 170
NTDB id 1161621 ACKPCE RS08725 WP 276992869.1 .........S.SAAPQSQPIVEPARDDNSADDLPF 149
NTDB id 1103 NMB RS07590 WP 002212976.1 ASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..QHQ..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..NFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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