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NTDB id 1161605 SLP02 RS20125 WP 319422500.1 MSSQDKSLETNDNLNEPSKASEGSADLWTEDDDS.EIVTEFISAETLDSEESSTAETDQTKKKVLSDADFDNWDFRDPLL 79
NTDB id 1419 SGL RS12550 WP 010873252.1 MT............SDP..NPAQAFENWFEEEEGDDAFTSLIAGEETNS..............GIEELDFGDLFEGEPTV 52
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NTDB id 1161605 SLP02 RS20125 WP 319422500.1 AEDGNTLESNLVLDNSPEQIKSSPEVDELITNDSQQIDLVEADLQENIAKETDLNSSADIEFDDLESLTEALLNLEDSED 159
NTDB id 1419 SGL RS12550 WP 010873252.1 IQ.GEGFG.......SPSSGEEDPPVRMTLDFNSP.....EAEL..............DALFTDEDAPTTAIDPFESSSW 105
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NTDB id 1161605 SLP02 RS20125 WP 319422500.1 IQLDDLSEFESL.......TAKYAQENNLEEIDLNILDKLDDSALDLDSAKDLQLDSLELNDFEGLSDLNSLTAEGL... 229
NTDB id 1419 SGL RS12550 WP 010873252.1 LEIDQMMEADPLASIPETNAPAYQTAGGLDDNDLAELQDLLGV....G.DVEPAITNPGLHSFAGADRVTPLTNEVLLFA 180
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NTDB id 1161605 SLP02 RS20125 WP 319422500.1 .DNDLDGILDLETEIESLDSLVLESTSETIENSLDSDLELSSLDSLLGDEVDSLLEVVPAAFERPK.............. 294
NTDB id 1419 SGL RS12550 WP 010873252.1 AIDDLDGLINAPV....................LDEEFSFTELETLIDTPAPKSFATISHPFRLPVAMEEDEDEFKDLEA 240
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NTDB id 1161605 SLP02 RS20125 WP 319422500.1 ......VSPAP.VTVKVSNEVADLSPVNQAQSFDQTMRVSVKKLDDLNNLIGELVVKRNRLEDDQERLRRFLDNLLGHVQ 367
NTDB id 1419 SGL RS12550 WP 010873252.1 LLEQADSSLGGGIAGMGGARLPARPRQVKSRSFEQTMRVPIKQLDNLSNLIGELVVKRNRLEQDQERLRQFLDNLLNQAQ 320
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NTDB id 1161605 SLP02 RS20125 WP 319422500.1 SLGDAGAKMHDMYERSLLEGALIASRQSRANSAVAA.....GGSGFGSTREAQAEGLDALEMDRFNGFHLVSQDIIELIV 442
NTDB id 1419 SGL RS12550 WP 010873252.1 NLSDVGGRMQDLYERTLLEGALLASRSTNSRHHSSKTTYPDARITASSSSTMNDQPLDALEMDRFTGFHLLSQEMIELIV 400
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NTDB id 1161605 SLP02 RS20125 WP 319422500.1 RVREAASDIQFVVDETDKVAQTFRQVTGQLQDGMNSSRMVAFEQTTDRLPRAIRDISRKQKKQTQLYVEGKDVLIDKMIV 522
NTDB id 1419 SGL RS12550 WP 010873252.1 RVRESASDIQYLVDETDQVARTLRQVTTQLQEGMTKSRMVPFTQTADRLPRAIREVSMKLNKKVNLEVEGGDVLIDKMIL 480
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NTDB id 1161605 SLP02 RS20125 WP 319422500.1 EHLYNPMTHLVNNAISHGIEKPEERLKKGKPEVGNINIRAFIQGNQTVITVRDDGAGIDLEIVKQKAVEKNLITWATAQN 602
NTDB id 1419 SGL RS12550 WP 010873252.1 EHLYNPMTHLVNNAITHGIETPAERQKLGKSPEGHLAVRAFLQGNQTLITVSDDGAGINTEMVKQKAVEKGLISRMEAQS 560
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NTDB id 1161605 SLP02 RS20125 WP 319422500.1 LTEQQVYELLFHPGFSTKDQADDFAGRGVGMDVVNTDLKKIRGSVSTESEVGKGTTFTIRLPLVLSICKALTCVDDNTKI 682
NTDB id 1419 SGL RS12550 WP 010873252.1 LSQSEVYDLLFHAGFSTKDTADDFAGRGVGLDVVRTSLIDIRGAINIESTVGKGTTFTIRLPLTLSICKALCCLSDRARI 640
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NTDB id 1161605 SLP02 RS20125 WP 319422500.1 AFPIDGVEDTKEYLPSDITTNANGLRCITWKN..TLLPLRPLKTLLNYNRKIRRAGIYNANQNNDDTISVIILRSLDNLL 760
NTDB id 1419 SGL RS12550 WP 010873252.1 AFPMDGVEDTRDYLPKDIVTDEDGQKCVKYGKEALLLPLYPLKDLLNYNRQLSRGSVYGGKQEEDVVRVIIARGSSGNLL 720
consensus !!!*!!!!!!**!!! !! ! ! *!* * ** !!!! !!! !!!!!! * !* *! * ! ! *! ! !!!

logo ALVEQI
VDEQVKLAGEEQE IV IKQIDEGAP IPKPPGIAGATVLRGDGSTIMP IAGDVLEL I E IAQGKRLRRTI

T
D
E
I
S
G
S
F
G
D
G
L
V
L
W
A
R
G
K
E
T
AARK

L
Q
T
F
P
Q
T
A
V
E
N
E
S
I
V
H
Q

NTDB id 1161605 SLP02 RS20125 WP 319422500.1 AVEVDEVKAEQEIVIKQIDGAIPKPPGIAGATVLGDGTIMPIGDVLELIEIAQGKRTIEIGFDVLAGEAARKQFQAESIQ 840
NTDB id 1419 SGL RS12550 WP 010873252.1 ALQIDQVLGEEEIVIKQIEGPIPKPPGIAGATVRGDGSIMPIADVLELIEIAQGRLRTDSSGGLWRKT...LTPTVNEVH 797
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NTDB id 1161605 SLP02 RS20125 WP 319422500.1 QEPMVLVVDDSITVRELLSMSFNKLGYRVEQARDGQEAWDKLRGGLVCDMIFSDIEMPRMNGLELLSNLHKDQSLRSIPV 920
NTDB id 1419 SGL RS12550 WP 010873252.1 MDPTVLIVDDSITVRELLSLSFKKAGFRVEQARDGQEAWDQLKSGLPCDLVFCDIEMPRKNGLELLSELQADEELSSIPV 877
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NTDB id 1161605 SLP02 RS20125 WP 319422500.1 AMLTSRGADKHRQIANDLGAKAYLTKPYTEKDLMDVAQHLIDINR....ANKEAESVTVNFNRVKNNLAEAE........ 988
NTDB id 1419 SGL RS12550 WP 010873252.1 ALLTSRGADRHRKVAAKLGATGYFTKPYTEKDILDAANRMLNGEVLLPGSTRKTNSILSRFKKARGNFSEEAPTIVRSNP 957
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NTDB id 1161605 SLP02 RS20125 WP 319422500.1 FENAPLVLIIDDSVTVRELLSMTFKKAGYRVEQARDGQEAWEKLSDGLECDIAFCDIEMPRMNGLELLSQLQQDEKLSSL 1068
NTDB id 1419 SGL RS12550 WP 010873252.1 GTLRSTVLIIDDSVMVREMLSMTFKKADYHTETARDGQDAWEKLKSGLPCDLILCDIEMPRMNGLELLERIQEDPNLSRI 1037
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NTDB id 1161605 SLP02 RS20125 WP 319422500.1 PIAMLTSRGAKKMRNIAASRGANGYFVKPYVEDDLLKAAKRMMDGETLIKNEDEG... 1123
NTDB id 1419 SGL RS12550 WP 010873252.1 PVAMITSRGAQKMQRMAAEKGAKGYFVKPYIEETLLEASQRLIRGEVLLDLAALSADE 1095
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