
logo MATSYSSSSKKSTRAI
VALRNNYFLSPFGNKQLVAQGKGFHI

VDAGENEQLMQRKQALAVEQSVKRKTGRSLPVDEEI LEKASSVTGKREQLPSPDELLRQYKKRHNHQLFELK
NTDB id 1161603 SLP02 RS16335 WP 319421759.1 MAYSSSSKKTRAIALRNNLSPFGNQLVQKGFIDGNEMQKALAESRKTGRSLVDILESSTGKQLPPDLLRQYKRHHLFELK 80
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
consensus ! !!!!!!*!!*!!!! !!!!! !! !**!* * !! *!!!!!!** ! !!* !*!*!!!!!!***!!!!!
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NTDB id 1161603 SLP02 RS16335 WP 319421759.1 VLFGVESADLELETDQLNNNQMGELINSLISLDICRRYRLIPIRK.EEEPATLVVAMVDPENLEAQDDLNRILRPKKINV 159
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEV..APIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFEL 158
consensus !!*!!*! !*!*** ** *!!*!!! *!! !!!** *!* *! *!****!!!!!!*!! !!!*!!!!!!*! *
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NTDB id 1161603 SLP02 RS16335 WP 319421759.1 KRLVITQADYQQLIDQFLDEQVKKETAKKKEVN...V....DVSLELDNFEFNLEDAEDELADDLGAANEAQAAPIITLV 232
NTDB id 1410 SGL RS13950 WP 010873519.1 RRLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVD.NALDSNDANQAPVINLV 237
consensus *!!!*!! !**!!**!* ! ! ! *********!** * * !! * *** * !*!* !!*! !!

logo NKI LAKALQEGTVSDIHI
VEPQEESTLKR IRFYRKDGSVLNQQAPFDKPLMPKRKI ITPAVVARFKIMADELMDIAEKRRLSPQDGKIRR I
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NTDB id 1161603 SLP02 RS16335 WP 319421759.1 NKILAKALQEGVSDIHIEPQEESLKIRYRKDSVLQQPFDKMPKKIIPAVVARFKIMAELDIAEKRLPQDGKIRRMFQGRK 312
NTDB id 1410 SGL RS13950 WP 010873519.1 NKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRK 317
consensus !!!!!!!!!!! !!!!*!!!!!*!*!!*!!! !!*!*!!**!*!! !!!!!!!!!!!**!!!!*! !!!!!!!!**!!!!

logo VDFRVNTLPSRYGEKVCVLR I LDNSTATQLGLDFKL I STHNEPEPTLEQI
TVRDELMAAKRPFYGL IMLVTGPTGSGKSTSTLYSVLAERNSPDEV

NTDB id 1161603 SLP02 RS16335 WP 319421759.1 VDFRVNTLPSRYGEKVVLRILDNTATQLGLDKLISHEPTLEIVRDMAKRPFGLILVTGPTGSGKSTSLYSVLAERNSPDV 392
NTDB id 1410 SGL RS13950 WP 010873519.1 VDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEV 397
consensus !!!!!!!!!!!!!!!!*!!!!!!*!!!!!!! !!****!! !!**! !!*!!*!!!!!!!!!!!!*!!!!!!!!!!!*!

logo NICNTAEDP I EYASLDPGITQVQVIREKGMDNFASNS I LRAFLMRQDPDVI LVGETRDKSETAKTAI EAALTGHLVLTTLHTNDAAGA
NTDB id 1161603 SLP02 RS16335 WP 319421759.1 NICTAEDPIEYSLDGITQVQVIREKGMNFASILRAFLRQDPDVILVGETRDSETAKTAIEAALTGHLVLTTLHTNDAAGA 472
NTDB id 1410 SGL RS13950 WP 010873519.1 NINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGA 477
consensus !!*!!!!!!!! !*!!!!!!!!!!!!! ! !!!!!*!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IARLDEMGVEPFMI
VSGASLLGVLAQRLMRKVCSTECR IAYHNPSTKRAEELSRFGLSAASAGDEEEVVTFFYKANKSLDSPVDEEQI
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NTDB id 1161603 SLP02 RS16335 WP 319421759.1 IARLDEMGVEPFMISGALLGVLAQRLMRKVCSECRIAYNPTRAELSRFGLSAAAEEEVTFFKANKLDVEQMSKAKANGSI 552
NTDB id 1410 SGL RS13950 WP 010873519.1 IARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNL 557
consensus !!!!!!!!!!!!!*!! !!!!!!!!!!!!!!*!!!!!!*!** !!!!!!!!! **! !!!*!!! ! ** ** !* ! *
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NTDB id 1161603 SLP02 RS16335 WP 319421759.1 CPKCSGVGYKGRIGVYEVMKNSERLESLINQGANTDRLKEVAIEEGMITILAYSLNLVKEGQTTLEEVERVTFSDSSVEA 632
NTDB id 1410 SGL RS13950 WP 010873519.1 CQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLES 637
consensus !*!!!! !!!!!*!!!!!!*!!!!* !!!!!! !!!*!**!*!!!!!!*!!!!!!!! !! !!!!!!!!!!!*!* *!

logo EMRKRASKQRKSASLTCRTCASAELQPQEWLDCPYCMTPSRFSK
NTDB id 1161603 SLP02 RS16335 WP 319421759.1 ERKSKQKSSLTCRTCSAELQPEWLDCPYCMTPRFSK 668
NTDB id 1410 SGL RS13950 WP 010873519.1 EMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
consensus ! * ! !! !!!!!! !!!!*!!!!!!!!!!*!!!*
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