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NTDB id 1161571 SLT86 RS02055 WP 319490076.1 MGATGENAKDFKQTWKKLIDYCKPYLAVIITALLCSVVGTIFTLVGPNKLSEITDLITKGLKTGIDLNAVVKIGVTLVVL 80
NTDB id 370 SMU RS04260 WP 002263294.1 ......MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALL 74
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NTDB id 1161571 SLT86 RS02055 WP 319490076.1 YGIGALLSFAQGYIMATVTQKVTKNLRSDISRKINRLPLWYYNKTTHGDILSRVTNDVDTIGQTMNQSIGTLISAATLFL 160
NTDB id 370 SMU RS04260 WP 002263294.1 YFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLI 154
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NTDB id 1161571 SLT86 RS02055 WP 319490076.1 GSLIMMLFTNVIMTIAAVVSTLIGFALMMIIMSKSQKYFTSQQRYLGAMNGHVDEIYSGHNVVKAYNGEKSSKKDFDDIN 240
NTDB id 370 SMU RS04260 WP 002263294.1 GSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLN 234
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NTDB id 1161571 SLT86 RS02055 WP 319490076.1 EKLCDSAFKSQLLSGLMMPIMSFIGNFGYVAVCISGAILAINGTISFGVIVAFMLYIRLFTQPLSQLAQAATSLQSTAAA 320
NTDB id 370 SMU RS04260 WP 002263294.1 DQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAA 314
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NTDB id 1161571 SLT86 RS02055 WP 319490076.1 SERVFGFLDEEEMADESHKTTHLSSAKGEVEFHNVSFGYEDSNETVIHNFSAKANPGQKIAIVGPTGAGKTTIVNLLMRF 400
NTDB id 370 SMU RS04260 WP 002263294.1 MGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSP.DKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRF 393
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NTDB id 1161571 SLT86 RS02055 WP 319490076.1 HEIKAGEILIDGVPISELTRENVHDLFCMVLQDTWLFEGTIRENIVYCKEGVSDAEVVRVCKSVGIHHFIKTLPHGYDTI 480
NTDB id 370 SMU RS04260 WP 002263294.1 YEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTV 473
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NTDB id 1161571 SLT86 RS02055 WP 319490076.1 LSNESSLSAGQKQQITIARAMIENSPMLILDEATSSVDTRTEVLIQRAMDKLMEGRTSFVIAHRLSTIKNADIILVMKDG 560
NTDB id 370 SMU RS04260 WP 002263294.1 LDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDG 553
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NTDB id 1161571 SLT86 RS02055 WP 319490076.1 DIIESGNHQELLAKGGFYAELYNSQFEKAS. 590
NTDB id 370 SMU RS04260 WP 002263294.1 NIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!! ! ! !*! !!!!*!!!!!! *

X non conserved

X similar

X ≥ 50% conserved


