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NTDB id 1161528 ACLMBR RS02975 WP 319995786.1 MLQELSIKNFAIIENLQVSFDEGMTVLTGETGAGKSIIIDAVGLLAGGRGSNDLIRYGENKTVIQGLFSIPENAKTVSVL 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !! !!!!!!!!!!! ! !!!* !*!!!!!!!!!!!!!!!!!* !! !!!!! * *!!!! ! * !!! ** ** * !*
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NTDB id 1161528 ACLMBR RS02975 WP 319995786.1 ESYGIEADGNQVLLQRELSRNGKNISRVNGTIVTVATLREVGETLIDIHGQNEHQELMDPQKHIDLLDQFAGNELREVKM 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
consensus !!* *** !**! !! **!!!! *!!*!*!!!*! !*!!!!!***! !!** !* !!! !!! !*
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NTDB id 1161528 ACLMBR RS02975 WP 319995786.1 TYLNTYSKYVDTRKQLIQLKTDEKETVQRIDLLTFQIKEIEQAQLKDPEEDEKLEEERNLLVNYQKVMQALTSAYDSMQN 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLEL.NEDEQLQEERQQISNFEKIYESLQNAYNALR. 238
consensus !! ! *!! ! ! !! ! ! *!*!!* !!* !!! ! ! * !!! ! !!!* * !* !* ! !! * *
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NTDB id 1161528 ACLMBR RS02975 WP 319995786.1 SEENGIDKIGLGMAALEKVQDINPVYQAIASSVSAAYYQLQECAGDILSEIEQLSYDEGRLNEIENRLELIRQLKRKYGN 320
NTDB id 352 BSU 24240 NP 390304.2 SEQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGA 318
consensus !! !*! *!** ! !! * !!!** * !!! !! ! ** * ** ! *!* !!! !! !! !*!!!!!!!
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NTDB id 1161528 ACLMBR RS02975 WP 319995786.1 TISEVLGHYEKISQELDLIENRESYLEKLNVDYNKAKEEILAIGKQLTAIRGKAAVVLEEQIQLQLKELYMEKVLFKTVF 400
NTDB id 352 BSU 24240 NP 390304.2 TVEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEF 398
consensus !* **! * !! !*! !!!!*!*! ! * ** * *** !! ! ! * !* !! !!!!! ! ! !
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NTDB id 1161528 ACLMBR RS02975 WP 319995786.1 HVQPG............KLAITDNGLDHVEFYIATNVGEPLKALAKVASGGELSRMMLAMKAIFTKTQGITSIIFDEVDT 468
NTDB id 352 BSU 24240 NP 390304.2 KVRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDT 478
consensus *! **************** *!**!*!*! ! ! !! !!!!! ! !!!!!!!!!!*!!!*! !!* ! *!!!!!!!!!!
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NTDB id 1161528 ACLMBR RS02975 WP 319995786.1 GVSGRVAQAIANKIHLVASYSQVLCITHLPQVAAMADQHLYIEKEIIADRTKTHVKPLFGPERINEVARMLAGTDITELS 548
NTDB id 352 BSU 24240 NP 390304.2 GVSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLT 558
consensus !!!!!!!!!!! !!! ! !!!!!!!!!!!!!!!!! !!!! !!* !! !*!!!! *!** !**!!*!! **!*!*
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NTDB id 1161528 ACLMBR RS02975 WP 319995786.1 LAHAKELLQLADTEKNKA 566
NTDB id 352 BSU 24240 NP 390304.2 KRHAKELLKQADQVKTTG 576
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