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NTDB id 1113 AAA85695.1 219..1451(C ) ....... MAKNGGFSLFJA IH6RHSASDKL GE .....

NTDB id 1112 NGFG RS09215 WP 003689811.1 ....... MAKNGGFSLF}A INCRHSASDKLNMN[EMSINFEEEELRKKIHAMRENIRPLQMTRVETES] . . . . .

NTDB id 1402 DSB67 RS12670 WP 010643257.1 . ... ......... MKTIPPQEKNMR .ISH

NTDB id 1169 A1552VC RS11075 WP 000648511.1  ............ MKATQTLPEKNMR, .K .LTH

NTDB id 1161521 ACLMBN RS13325 WP 321407222.1 MAVAQQSSAAATANKPQPRVSQSIgV .Q YTQT

NTDB id 1252 GC085 RSO07730 WP 011213805.1 . ............ MDKN| PPILTH .Q . KN T

NTDB id 1198 PSJM300 03950 AFN76868.1 .. ........... MAQKPAIKNSV)AT LA . .AG

NTDB id 1059 ABD1 RS01610 WP 000279215.1 ............ MAVKKINQMMP TjgA .V LEGLFK T

NTDB id 1016 ACIAD RS01680 WP 004920476.1 ............ MAAKKTQVMP VigA I FEGLLK
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NTDB id 1113 AAA85695.1 219..1451( ) FTRQL TM NJAG PL QAF S

NTDB id 1112 NGFG RS09215 WP 003689811.1 FTRQL TM S

NTDB id 1402 DSB67 RS12670 WP 010643257.1 FTRQ ATM S

NTDB id 1169 A1552VC RS11075 WP 000648511.1 IFTRQLATM S

NTDB id 1161521 ACLMBN RS13325 WP 321407222.1 JATRQ ATM S

NTDB id 1252 GC085 RS07730 WP 011213805.1 F RQLATM

NTDB id 1198 PSJM300 03950 AFN76868.1 FTRQ ATM

NTDB id 1059 ABD1 RS01610 WP 000279215.1 FTRQLATM MAGVPLVQ F IVA GJN3NPEM

NTDB id 1016 ACIAD RS01680 WP 004920476.1 FTRQLATM JSAGVPLVQAF IVA GJB3NPEM

consensus M Pl D sk s Dok Dok skoskokokokokkok ok ok

e ORATYERSE AL oW Vol e TG e S0
X EkL Ny T&STRANV QZ Vk Vn_s VE 3 EE'.‘Y&N gk.LQL BEFVE

NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1112 NGFG RS09215 WP 003689811.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1

NTDB id 1161521 ACLMBN RS13325 WP 321407222.1

NTDB id 1252 GC085 RS07730 WP 011213805.1

NTDB id 1198 PSJM300 03950 AFN76868.1 YKEK ELKKIKKA WYPRWAV " VA

NTDB id 1059 ABD1 RS01610 WP 000279215.1 A YKEK EMLK@NKIKKA ISYPI\ VI VA

NTDB id 1016 ACIAD RS01680 WP 004920476.1 A YKEK ENLK@RKIKKA JMYPI\ VI VA
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NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1112 NGFG RS09215 WP 003689811.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1 IER V2L Gﬁ LYKAINIA B®SRTLAT F AG P

NTDB id 1169 A1552VC RS11075 WP 000648511.1 LKPI G LINKABJIA BSRTLAT FAAG P

NTDB id 1161521 ACLMBN RS13325 WP 321407222.1 LK PI GMILMNKAI\ AR RTL TTFAAG PL

NTDB id 1252 GC085 RS07730 WP 011213805.1 FYAIN SIRAFINaMY DR LK P GIJILI®KAF\IAR RTL TFAAG 1PIL

NTDB id 1198 PSJM300 03950 AFN76868.1 W A A FIQEG:ERSIX FRAWIDR LK P GDILMK B AR RTL TTFAAGVPL

NTDB id 1059 ABD1 RS01610 WP 000279215.1 W A G A F 19N ISR S|4 FRpIY D LK PIGD MKANIAR BRTLATTFAAGVPL

NTDB id 1016 ACIAD RS01680 WP 004920476.1 W I G AT\ F 19\ IARS){ FRpBJ}] DR L PI GD MKANIAR BRTLATTFAAGVPL
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NTDB id 1113
NTDB id 1112

NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1161521 ACLMBN RS13325 WP 321407222.1
GCO85 RSO7730 WP 011213805.1

NTDB id 1252
NTDB id 1198
NTDB id 1059

AAAB5695.1 219..1451( )
NGFG RS09215 WP 003689811.1

PSJM300 03950 AFN76868.1
ABD1 RS01610 WP 000279215.1
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NTDB id 1016 ACIAD RS01680 WP 004920476.1
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NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1112 NGFG RS09215 WP 003689811.1

NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1161521 ACLMBN RS13325 WP 321407222.1
NTDB id 1252 GC085 RS07730 WP 011213805.1
NTDB id 1198 PSJM300 03950 AFN76868.1

NTDB id 1059 ABD1 RS01610 WP 000279215.1 LVGGLV AMYLPIF .. 408
NTDB id 1016 ACIAD RS01680 WP 004920476.1 LVGGLV AMYLPIF .. 408
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AMYLP F LGNVVESS 410
GIfL AMYLP F LGRVVES 410
VGGLV§JAMYLPIF Lﬁ . 407
AMYLPIF LJj . 408

LVGG V AMYLPIF|SLGSV |8 420
LGSRAVER 406

LVGGL AMYLPIF .. 405

LVGGLV AMYLPIF]\

X non conserved
B similar
>50% conserved



