
logo MKI
VF IHLPTWLGDATVMASPALYGTAIKYEHHYFKDNAEQF I LYGSFVSTALFKEFPNASKI I IVENKKLSRYKQALSLRKEKLGKIDLASFLAS

NTDB id 1161332 AABI57 RS03650 WP 215474557.1 MKVFIHLPTWLGDAVMASPALYGAYHYFKNAEFILYGSFVSTALFKEFPNAKIIVENKKSRYKQALSLRKKLGKIDLALS 80
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFA 80
consensus !!*!!!!!!!!!! !!!!!!!! **!! ! !!!!!!!!!!!!!!!!!! !!!*!!! !!!!!!!!!!! !!!!!!

logo FRSAFLSSKI I LHI LKTVKQRYFFDNKNYDKFYKEEHQVLKYLYF I ENSLES IKAHFSKDLKLPFKLKFQNP I
L
I
VLKRNGKKI LGLNPGA

NTDB id 1161332 AABI57 RS03650 WP 215474557.1 FRSALSSKIILHILKVKQRYFFNKYDFKEEHQVLKYLYFIENSLEIKAHSKDLKLPFKLKFQNPIVLKNGKKILGLNPGA 160
NTDB id 1241 Cj1148 YP 002344539.1 FRSAFSSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGA 160
consensus !!!! !!!!!!!!!! !!!!!! ! *!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!**!*!!!!!!!!!!!!

logo SFGSAKRWDASYFAKVALNFSKQSTHDE I L I FGAGKAEQELCDNE I FYHQI LKEKQNI
VKVKNLCNKTTIKTLCQNIAVFCDI

LF ITNDS
NTDB id 1161332 AABI57 RS03650 WP 215474557.1 SFGSAKRWDASYFAKVALNFSKTHEILIFGAGKAEQELCDEIFHILKEKNVKVKNLCNKTTIKTLCQNIVFCDIFITNDS 240
NTDB id 1241 Cj1148 YP 002344539.1 SFGSAKRWDASYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDS 240
consensus !!!!!!!!!!!!!!!!!!!!! *!*!!!!!!!!!!!!!! !!**!!!! !*!!!!!!!!!!!!!!!!!! !!!*!!!!!!

logo GPMHI
L
A
SAAVYKTVKTI

VAI FGPTKFTQTSPWQNEQNAKLVHLDNLASCMPCMQKTCPLKHHKRCMKDLKPEKI
V
I
LEAQAIKQNFLLTKNSHL

NTDB id 1161332 AABI57 RS03650 WP 215474557.1 GPMHIAAAYKTKTIAIFGPTKFTQTSPWQNQNAKLVHLNLSCMPCMQKTCPLKHHRCMKDLKPEKILEAIQNFT..... 314
NTDB id 1241 Cj1148 YP 002344539.1 GPMHLSAVYKVKTVAIFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !!!!* ! !! !!*!!!!!!!!!!!!!!!! !!!!!!! ! !!!!!!!!!!!!!!*!!!!!!!!!**! ! *****
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