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NTDB id 116130 DESME RS14375 WP 006716961.1 MPNEEQAKRGPRFGGPMHGMGNVEKAKDFKGTLTKLAKYLGTYKLRLLGVLLCAIASTVFNIVGPKILGNATSQIFEGLI 80
NTDB id 370 SMU RS04260 WP 002263294.1 ........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGL. 55
consensus ************************ ! !* *!*!! !! *** ! !* **!! ! ! * !!*
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NTDB id 116130 DESME RS14375 WP 006716961.1 AKIGGTGGIDFESITRLLLFLLSLYLISALFSMIQGWIMTAIANDVTYRLRKEISQKINRIPLKYFESRTFGEVLSRITN 160
NTDB id 370 SMU RS04260 WP 002263294.1 .....AGKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTN 130
consensus ***** ! !! * ! * ! ! !! !! ! *!** * * * !!! ! !!!**!!!!!*!** !* !!!*!!
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NTDB id 116130 DESME RS14375 WP 006716961.1 DIDTLGQSLNQSLTQLITSVITLIGVIIMMLSISIPMTLVTFLILPLSAALIGSVMKYSQKYFRAQQKYLGEINGQVEEV 240
NTDB id 370 SMU RS04260 WP 002263294.1 DVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEV 210
consensus !*! * !! !!!! ** *! !!! ! !!* ** ! ** ! *! !!* !* !! !*** ! !!!!
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NTDB id 116130 DESME RS14375 WP 006716961.1 YSGLNIVKAYNQEEVFVKEFEQTNDKLYDSGWKAQVISGMMMPIMQFIGNLGYVAVAILGGYLAIKNAIRVGDIQAFIQY 320
NTDB id 370 SMU RS04260 WP 002263294.1 YSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTY 290
consensus !!!*!*! !! ! !!* !! !* ! !! ! !!*!!!*!!!!!! !!! !*!*!* *!! ! *! ! !!* !
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NTDB id 116130 DESME RS14375 WP 006716961.1 VRSFTQPIQQLAQVTNMLQSTVAASERVFEFLEEAEEQQLTNNPASLEHLVGDVSFQHVAFGYNPEQLIIHDFSTDVKSG 400
NTDB id 370 SMU RS04260 WP 002263294.1 VRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAG 370
consensus !! !!!!! !*!! !!! !! !!!!!!*! ! * * !!** ! ! ! *! !!! !* !!!!!! * ! !
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NTDB id 116130 DESME RS14375 WP 006716961.1 QKVAIVGPTGAGKTTIVKLLMRFYDVNSGSIQLDGHDLRDFDRNELRNMFGMVLQDTWLFNGTIMENIRYGRLDASDEEV 480
NTDB id 370 SMU RS04260 WP 002263294.1 QKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQV 450
consensus !!*!!!!!!!!!!!!!! !!!!!!*! ! ! *!!* **! ! !** !*!!!!!!!!! !!* !!* ! * *!! !
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NTDB id 116130 DESME RS14375 WP 006716961.1 IAAAKAAHAHHFIMTLPEGYNMMLNEESSNLSQGQKQLLTIARAILADNKILILDEATSSVDTRTEILIQKAMDHLMKDR 560
NTDB id 370 SMU RS04260 WP 002263294.1 IAAAKAVGVHHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGR 529
consensus !!!!!! * !!!! !!! !! *! **! !! !!!!!!!!!!!*! ! **!!!!!!!!!!!!!!! !!!*!!!!!! !



logo TSFVIAHRLSTIKRNASDL I LCVMKRDGDNI I EQGSTHDEQL IMALEKDNGFYADNLYNSQFETENAESVA
NTDB id 116130 DESME RS14375 WP 006716961.1 TSFVIAHRLSTIKNSDLILCMKDGDIIEQGTHDELILKDGFYANLYNSQFENAS. 614
NTDB id 370 SMU RS04260 WP 002263294.1 TSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!!!!!!!!!!*! !!!!*!*!! !!!!!*!! !* !!!! !!!!!! *
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