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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 116095 MARPU RS10230 WP 043763542.1 MPTDKAQALVVDDETDILELLRITLARMEIRAVTATTLIEARTRLAEQSFDLCLTDMKLPDGSGIELIRHIAAHHPELPV 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 116095 MARPU RS10230 WP 043763542.1 AMITAYGNMDSAIEAMKAGAFDFVSKPVELQRLRQLVGAALKLAHRPGGEHG.GERVPQLLGDSLAMAQIRQLIAKLARS 159
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEE...APVDNRLLGESPPMRALRNQIGKLARS 155
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 116095 MARPU RS10230 WP 043763542.1 QAPVFVTGESGTGKELAARLIHAQGPRRDGPFVALNCGAIPHDLVESELFGHKKGSFTGASSDKQGLFQAAEGGTLFLDE 239
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 116095 MARPU RS10230 WP 043763542.1 VAELPLQTQVKLLRAIQEKAVRPLGTQHELPVDVRLISASHRDLNAEVERGRFRQDLFYRINVIELRMPPLRERRGDIPA 319
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETP.PKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQ 399
NTDB id 116095 MARPU RS10230 WP 043763542.1 LADWLLARIAEKSGADTPRHLAPEALAALAHHPFPGNVRELENILERATALCEHSLIEVGDLYLPDPASTH......... 390
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAAR.LTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS......... 385
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 116095 MARPU RS10230 WP 043763542.1 ..H.....DTAPEITA..............PPTAPTEPTHWDHAAAARRLGMSQRSLHYRLARLGIE....... 436
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..Q.....EGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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