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CRTINATIRFAAGVPLVDEL STAGARGN
CRTWATIRFAAGVPLVDEL STAGARGN
GEILEKAAIARF RTL l FAAG PLV ALJS SMAGATGN
PI GD' |KAWIAR SRTLAT FAAGVPL DALJASTAGATINE YE[
D GlIb; LEL PIHGD MKANIAR SRTLAT FAAGVPL DAL STAGATRN
SRF Dﬂﬂ LR Pﬂ GEILRKAA ARF RTL TMFAAGVPLV ALESVAGATGNH MAE
WAMADRL. L. P GDILMK B ARF RTL T FAAGVPLVDAL SWAGATGN
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