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NTDB id 1160606 ACI6PE RS04970 WP 057730135.1 THNFTAQVRHYGSAREAAMSANQIPAVVYETLVSTVNDHLDLLHQYVALRKDLLGLPELHMYDLYTPITGEPSLKYTYDQ 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETE.TALTYEE 317
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NTDB id 1160606 ACI6PE RS04970 WP 057730135.1 AKAEALKALAVLGPDYVANVQRMFDGRAIDVVENRGKRSGAYSGGMYDTKPYILLNWQDSLEGLFTLVHEMGHSIHSHYT 400
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