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NTDB id 1160585 ACI6O9 RS08340 WP 057707293.1 MIVTIITFIIVFGILVIVHEFGHFYFAKRAGILVREFSVGMGPKAVAFR.RNATTYTLRFLPIGGYVRMAGVADDEDEEL 79
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT.TEI 78
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT.TEI 78
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NVTGASYDLEKDGKLWTI ETGYLEVNLGDEESAVTKRTYAEVHDHDATIVESEDGTEVLQR IAP

NTDB id 1160585 ACI6O9 RS08340 WP 057707293.1 KPGTPVSLMIGEDGLVHSINASKKTTLFNGIPLSVTGSDLEKGLWIEGYENGDESAVKRYAVHHDATIVESDGTEVQIAP 159
NTDB id 323 STU RS10650 WP 011225396.1 KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAP 155
NTDB id 291 STER RS01205 WP 011680685.1 KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAP 155
consensus !*!*!*!!**!*!!*!**!!*!*********!**!!**!!!**!*!*!***!* *!*!*!*!!!!!!!*!!!!**!!!

logo

V
KDVQFYQSNAKSLIWQGRMLLITNFAGPMNNF I LAGI

V
I
L
T
VFAI I LAFMVQGGVTQTDVTTSTNVLAI SQTVTASNNGSGVAARQQVASGI

LKATGDQAITVAVINGKKDKMVTSDAW
NTDB id 1160585 ACI6O9 RS08340 WP 057707293.1 VDVQFQSAKLWQRMLTNFAGPMNNFILAIITFAILAFMQGGVTTVTTNVASTTSNSVARQAGIKAGDQITAVNGKKMTSA 239
NTDB id 323 STU RS10650 WP 011225396.1 KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
NTDB id 291 STER RS01205 WP 011680685.1 KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
consensus *!!!*!*!**!*!**!!!!!!!!!!!!****!*!!!!*!!!!****!!*********!***!*!*!!*!*!*!**!*!**
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NTDB id 1160585 ACI6O9 RS08340 WP 057707293.1 QSISILIQDSPK.....QKLNLTVN.RNGHSKTVAVTPAAKTVSGNRIGQIGVVWDTTTNKSLGAKLAYGFTGSWGITKQ 313
NTDB id 323 STU RS10650 WP 011225396.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQ..GSYF....LGVSPVLKTGLKDKIFGGFQMAWEGATA 309
NTDB id 291 STER RS01205 WP 011680685.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQ..GSYF....LGVSPVLKTGLKDKIFGGFQMAWEGATA 309
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logo I FLQAVTLGKRGMVLTIHTGNFSLNDKLGGPVAI
MFAQTMTSSAQAASKESGLRIQSVI ILYDLLMAGVMLS INLGIVFNLLIP IPALDGGKLI LVLMNIVI EGAVIRGRKPLRN

NTDB id 1160585 ACI6O9 RS08340 WP 057707293.1 IFQVLGRMVTHGFSLNDLGGPVAIFATTSQAAKSGLRQVIYLLAVLSINLGIVNLLPIPALDGGKLLLNIVEGVRGKPLR 393
NTDB id 323 STU RS10650 WP 011225396.1 ILATLKG.LITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
NTDB id 291 STER RS01205 WP 011680685.1 ILATLKG.LITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
consensus !***!** ****!!!!*!!!!!!*!****!!**!!!*****!***!!!!!!!*!!*!!!!!!!!!***!!*!**!*!!!*
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NTDB id 1160585 ACI6O9 RS08340 WP 057707293.1 VETESVITLIGFGLLMLLMILVTWNDIQRYFF 425
NTDB id 323 STU RS10650 WP 011225396.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus *!*!!*!!!*!******!!!*!!!!!!*!*!!
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