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NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
NTDB id 1160529 ACI6O7 RS04815 WP 404379411.1 ..MINNIVLVGRLTKDVELRYTPQNQATATFSLAVSRSFKNASG.E..RETDFINCVIWRQQAENMANFTHKGSLIGITG 75
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG.D..READFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSG.E..READFINCVTWRRQAENVANFLKKGSLAGVDG 75
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VQVGVAEDNVSLVFSQFMLLDEPSKRNTSGQSTTGEQGDSQFGQRGSQQGDNQQGAGQYQGQQSQSGGNFWYNESQAGNNPQANSGQNGGSTNQYFNQGNQQGGYQQSDNDNQTNSVYPQQHNQGNYQR
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQG.....SGWNQAPAQ.TNYNQGGYSDNY........... 143
NTDB id 1160529 ACI6O7 RS04815 WP 404379411.1 RIQTRNYENQQGQRIYVTEVVADSFQLLESRSQGQQQQQQGQYQGQQGNYNQNQNN...YQNQGQQNTVPQQHNQGNYQR 152
NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGA....SQNFNSNQSNGSQ........QS........... 132
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.........GGYNEGNSGGGQYFGGGQ.NDN........... 134
consensus ***!!****!*!!****!!* ******!******** ***** * *!************** **
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..AQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1160529 ACI6O7 RS04815 WP 404379411.1 QPQGNYQNQQQSAQQRAQQPD.PNFGGAPMEINDEDLPF 190
NTDB id 624 LCA RS00040 WP 011373726.1 .GFTSPQQTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 .PFGGNQNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
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