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NTDB id 1160436 ACI6PA RS04520 WP 057866779.1 MTAIITFIIVFGILVIVHEFGHYYAAKKSGILVREFSVGMGPKIVAYR.KNHTTYTLRLLPLGGYVRMAGAQEDDSEIQP 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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NTDB id 1160436 ACI6PA RS04520 WP 057866779.1 GTMASLVLNDNDKVIKIITSSKVYDANAVPVQISKADLVDDLVIEGYENGDETVTKKYSVNHDATIIEEDGTEVQIAPRD 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
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NTDB id 1160436 ACI6PA RS04520 WP 057866779.1 VQLQSVSVWKRMITNFAGPFNNFVLAILATILAAFMMGSVGTGTNQLGGIENNSVAQKAGLKANDKILSVNGKKTTSWTS 239
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
consensus !!*!**!*!*!*!!!!!!!*!!!*!**!**!**!!**!*!******!****!***!!**!!!**!*!***!**!*!*!*!

logo LTKESAI
L
Q
R
N
ENPTGQKKFSKGDSLTSLVNTVQKSRGSNKGTQEKEQTVIKSLVTKPKAVQEKSSGQSGYSGYMF ILG I

V
K
S
A
P
K
VLDKSTSGVLLKGDKIKFYGGFTQYMS

AWSETGSALTTAI FLHAAT
NTDB id 1160436 ACI6PA RS04520 WP 057866779.1 LTESIQNNPGKK.....LTLNVQSGNKT.KQVKLTPKAVKSSGQSYGMIGIKAKLDSSVLGKIKYGFTYSWSTSLTIFHA 313
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP..QKS..QGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP..QES..QGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
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NTDB id 1160436 ACI6PA RS04520 WP 057866779.1 LGKMVSGGFNINQLSGPVGIYSMTSKVASTGLINIILFTSMLSMNLGIVNLIPIPALDGGKILLNIVEAIRRKPIPEQYE 393
NTDB id 323 STU RS10650 WP 011225396.1 LKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 291 STER RS01205 WP 011680685.1 LKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
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NTDB id 1160436 ACI6PA RS04520 WP 057866779.1 NVITLIGVGILVLLMIAVTWNDIQRFFIK 422
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
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