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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1160425 ACI6PA RS00040 WP 057867043.1 MINRVVLVGRLTRDPELRYTANGAAVASFTVAVNRQFTNSQGEREADFIGCTIWRKAAENFVNFTKKGSLVGIDGRIQTS 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGG.....YNEGNSGG.....GQYFGGG.QNDNPFGGN.......... 139
NTDB id 1160425 ACI6PA RS00040 WP 057867043.1 SYDNQQGQRVYRTDVIVENFSLLESRAESERRDSGSGNSNQASNYNNNSNQSNQSPFGNTNSNNNSYGNNSANNNSNYNN 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNG...SQQSGFTSPQ................... 138
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GDPFADNDKNSGQKAP IDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 ......QNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1160425 ACI6PA RS00040 WP 057867043.1 SNNNSNNNNQSNNSNSNNNGDPFADKSKPIDISDDDLPF 199
NTDB id 624 LCA RS00040 WP 011373726.1 .......QTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
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X non conserved

X similar

X ≥ 50% conserved


