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NTDB id 1160395 ACI6O8 RS11475 WP 025085145.1 MIKLFKKINKKEYSMIFISLIFIVLQVGLELEIPSYMSTITERLEKQGTTINQILQPGMMMILLSIFSVIASIIVGYLAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !*!!**! !!* !* *! !!*! ! **! ! !!! !! ! !!! !* !! !** ! ! **!!*!!
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NTDB id 1160395 ACI6O8 RS11475 WP 025085145.1 HVAAGFTARLRSQIFNQVMDYSTQDIKKFSVSSLLTRSTNDLTQLQQFIAMGLQVIIKAPITAIWAITKIANKGWQWTTA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus * !! !! !!!! !!! !!!!! *!!!!!**!!!!!*!!!!!!!! ! !!*!!* **!! !*!!*!!! ! !! !
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NTDB id 1160395 ACI6O8 RS11475 WP 025085145.1 TAVAVIVLIVMLTFILGMVQPKFKMVQSLTDRLNLVTRENLSGIRVVHAYNAEDYQNDKFNQANKDLTDTNLFANRVLAL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
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NTDB id 1160395 ACI6O8 RS11475 WP 025085145.1 MNPGMSFISSTLTLSVYAIGAIIINQAT...........ASATRLTLFSNMIVFSSYAMQVILGFLLLSIIFILLPRVTV 309
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
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NTDB id 1160395 ACI6O8 RS11475 WP 025085145.1 SVSRINQVLDVKPSVVSEKETTEDVEQTGTIEFKDVSFRYPHAEADAIHNLSFAAQQGQTIAIIGSTGSGKSTVMNLIPR 389
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
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NTDB id 1160395 ACI6O8 RS11475 WP 025085145.1 LYDVTQGQVLVDGVDVKNYAIEDLNNRLGYIPQKAVLFSGSIRSNLDFGQTDITAKKSDQQLNQALEIAQSRDFVDQKRD 469
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAP.LDDAKIWEALELAQAKNFVEEKEK 479
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NTDB id 1160395 ACI6O8 RS11475 WP 025085145.1 QLDSKVAQHGDNFSGGQKQRLAVARAIARKPEILLFDDSFSALDYETDKKLRKALKEKAAKTTKVIIAQRISTIMDADQI 549
NTDB id 369 SMU RS04255 WP 002263293.1 GLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHI 559
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NTDB id 1160395 ACI6O8 RS11475 WP 025085145.1 IVLDNGNVAGQGTHHELLKNNQVYQEIAYSQLSKEELAE.. 588
NTDB id 369 SMU RS04255 WP 002263293.1 LVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
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X non conserved

X similar

X ≥ 50% conserved


