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NTDB id 1160331 ACI6PH RS04995 WP 025085182.1 MTAIITFIIVFGILVIVHEFGHYYAAKKSGILVREFSVGMGPKIVAYR.KNHTTYTLRLLPLGGYVRMAGAQEDDSDIQP 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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NTDB id 1160331 ACI6PH RS04995 WP 025085182.1 GTMASLVLNDQDKVIKIITSSKVYDANAVPVQISKSDLVDDLVIEGYENGDETVVKKYSVDHDATIVEEDGTEVQIAPRD 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKD 157
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NTDB id 1160331 ACI6PH RS04995 WP 025085182.1 VQLQSVSVWKRMITNFAGPFNNFVLAVLAAILAAFMMNGVATNQLG..HIEKNSIAQEAGLKVNDTIVGVNGKKTSSWTA 237
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDS 237
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NTDB id 1160331 ACI6PH RS04995 WP 025085182.1 LSTNIQNNPGKKV.....TLKVE.SNKKLKTIKLIPKSVKSQGQSYGFIGIMPKTDSSAWAKIKYGFSYSWGTTVMVFHA 311
NTDB id 323 STU RS10650 WP 011225396.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP..Q..KSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
NTDB id 291 STER RS01205 WP 011680685.1 LKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP..Q..ESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILAT 313
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NTDB id 1160331 ACI6PH RS04995 WP 025085182.1 LGKMVSGGFNINQLSGPVGIYSMTSKVASQGIINIILFTSMLSMNLGIVNLIPIPALDGGKILLNIVEAIRRKPIPEQYE 391
NTDB id 323 STU RS10650 WP 011225396.1 LKG.LITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 291 STER RS01205 WP 011680685.1 LKG.LITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
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NTDB id 1160331 ACI6PH RS04995 WP 025085182.1 TVITLIGVGILVLLMIAVTWNDIQRFFIK 420
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
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