logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1
1159925 QOY19 RS04090 WP 111695098.1
155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1

224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1
1159925 QOY19 RS04090 WP 111695098.1
155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1

224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1
1159925 QOY19 RS04090 WP 111695098.1
155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1

224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

598 KW2 RS08500 WP 021037660.1
1159925 QOY19 RS04090 WP 111695098.1
155 SP RS04850 WP 000495909.1

265 KZH43 RS04315 WP 000495911.1

224 SPD RS04655 WP 000495911.1

190 SPR RS04415 WP 000495911.1

495 SM12261 RS04415 WP 000495920.1

consensus

FVARRCELVLED, Heekanyr <ol ol VRl oFeeEhESE ke e LK

MFVARDARGELVNVLED:
MEVARDARGELVNVLEDE

MFVARDARGELVNVLEDR
MEVARDARGELVNVLEDR

BKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE
BKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE
BKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE
BKLEKQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE

MFVARD RGELVNVLEDJSR
Pokosk Dk Doskskoeskosk Dk 1 1%

T

Aelg DAL SRR el L

T L 1 lsklx

LR

NN I R Iy e R N IR TR N

VANV DR sy LR Yok sl ORTLINOLE

GFE| WELD|®J@ VLRLKYLIY DLRG YYLSKTCPL BIGI LINYL P Y[NEI®Y Mg VI D IisY ‘RQQLEY[EN[NE
GFYVWELDKIKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYK QKISHFTVSEDKDICRYIRQQLYYQNLF
GFYVWELDKEKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLF
GFYVWELDKEKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQNLF

GFYVWELDSJ@KQVLRLKYLIBIQDLRGKLHYQIKEF)YYGEIGSLLEILRIFPYKKQKISHFTVS DKDICRYIRQQLYYQN)@N

DUk D01 Dk ok DD Lo ] Dok D1 L okokok ook - o okok ok |

Al O

A INEK YOG MBI K K FEGPJ{I APLGLNLLENFTDEM T T TG T[RE
Q

kok Lokl ]k

Qs EAD) AR

% ok sk sk k ok kok | sk sk ok kok [ A | * %

Q
WMKEQAEAYQKGENILTYGLKEWYPQI
WMKEQAEAYQKGENILTYGLKEWYPQI
WMKEQAEAYQKGENILTYGLKEWYPQI

WMKEQAEAYQKGENILTYGLKEWYPQI

sk boskokok Dk Do Dk |l oskosk ok skkok

kokk Dok D] oskoskok kok

Q
BVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY

B GKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY
MV GKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY
BVGKFFQIEQDLTSYYQHFYTYYQKNPQNDWQKLYPPAFY|

Ik |k

Do bk dok k101 Lk |

160
158
158
158
158
158
158

240
237
238
238
238
238
238

317
308
307
307
307
307
307



QYELKILE

NTDB id 598 KW2 RS08500 WP 021037660.1 AIMGKQKKEK 327

NTDB id 1159925 QOY19 RS04090 WP 111695098.1 315
NTDB id 155 SP RS04850 WP 000495909.1 317
NTDB id 265 KZH43 RS04315 WP 000495911.1 317
NTDB id 224 SPD RS04655 WP 000495911.1 317
NTDB id 190 SPR RS04415 WP 000495911.1 317
NTDB id 495 SM12261 RS04415 WP 000495920.1 317
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X non conserved
B similar
>50% conserved



