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M FEKIESAVISL L NMQW ENQL TH YDALIEQN MYLG [NADM VAUNNWNKLRQL LSWEEWRR FQFIFIK JQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

AL eSSl

QLQ NHQFTPDSIGFI L LLEIRLTEIMYy D EIGSGTGNLA T NNSSKI YMGIEVDDLLIDLSASTIA €SS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDITIEIGSGTGNLAETIVNNSSKSIDYWMGIEVDDLLIDLSASIADVLDSS

NP P L S

RIGAHTYAHHLLMEQSLKYLKK G AIFLAPIY LLTS)gQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

A kRS VLRGSR L T CouFunaer Rk EDNE

LPEQNIF{eR] [NNEKSIFVLKKQ QIi€gE FVYPLTDLQ KEN EWFIRANFKWEIA NEJREDS
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDN VF s
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF
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X non conserved
B similar
> 50% conserved
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