logo

NTDB id 1159539 QOR68 RS02230 WP 000912307.1
NTDB id 481 STER RS07730 WP 002951673.1

NTDB id 473 HSISS4 RSO07770 WP 021143710.1
consensus

logo

NTDB id 1159539 QOR68 RS02230 WP 000912307.1
NTDB id 481 STER RS07730 WP 002951673.1

NTDB id 473 HSISS4 RSO07770 WP 021143710.1
consensus

logo

NTDB id 1159539 QOR68 RS02230 WP 000912307.1
NTDB id 481 STER RS07730 WP 002951673.1

NTDB id 473 HSISS4 RSO07770 WP 021143710.1
consensus

logo

NTDB id 1159539 QOR68 RS02230 WP 000912307.1
NTDB id 481 STER RS07730 WP 002951673.1

NTDB id 473 HSISS4 RS07770 WP 021143710.1
consensus

VT VR VD ELVEL LA Yecal Dol ek

MLK ENVTGGYWNIPVLK FEVWDGELVGLIGLNGAGKSTTINEIIG LiPY[NGBIGIDG LD[MIJRYRIAKIG  IP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP

A M AR 0 | S

ETPSLYEELTLREHLETVEIMAY] ENSNEYMARANKISLIY FRLEY KLDWFPEBIFSKGMKQKVMIICAF VEPSLFIVDEPF
ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF
ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF

0P AL L LAccKAc L STAVLDOAER RV e auddocTugLRare DssheLIDIY oL

LGLDPLAISDLINLLAEEKAKGKSILMSTHVLDSAEKMCDRFVILH G IAfGTLEELRESAFGDSRARNLNDIYIEAL TKIN
LGLDPLAISDLIELLAEEKAJGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGT ELRQTFGDSSASLNDIYMQLTKG
LGLDPLAISDLIELLAEEKAKGK ILMSTHVLDSAEKMCDRFVILHHGQ LAQGTLEELRQTFGDDSASLNDIYMQLTKG

V.. 241
ELS 243
ELS 243

* % ok

X non conserved
B similar
> 507 conserved

160
160
160

240
240
240



