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NTDB id 615 LCA RS02545 WP 011374200.1 ...................MGQQVIACGRQFTAAQLADTQNNNYSLPQIKRRPAFLRVKHRLVCQRCQQVVPPQT..... 56
NTDB id 1159475 QOS64 RS18350 WP 168984791.1 ....MSEGASEFSEVRDFFYGRHLLRSEIPFSDQRIKRFTEK....EYITAEPSIIRRKNRYVCQRCGQSDQASFAAFWA 72
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKN....GYITAENSISINKRRYRCNRCGQTDQRYFSFYHS 76
consensus * * ** ********* !** * * *!******** ! !**!*!!*!*** * *

logo

PC
S
A
L
S

G
K
P

D
K
R

G
N
Q

I
K
R

H
L
TYCARAQSCLVLMF

MGRALVDSVEEGLDTVPSWLYTSVWKNPQEACENHLEFNSENSNWEKNI
P
S

I
P
VKLSTWDEGKQTLSTDPSHGQEKQQKAAANQVAVL ITVDEVAVIKQSEKTKQREKQREHLVL ILVTWAVTCGSAGKTE

NTDB id 615 LCA RS02545 WP 011374200.1 .CLPDGRHYCAQCLLFGRLVEGDWLYTVPECHLFENNIPKLTWEGQLTPHQEKAAQAVVEVVQTQKRHVLTAVTGAGKTE 135
NTDB id 1159475 QOS64 RS18350 WP 168984791.1 PSAKRQITYCRACVMMGRADELTSLYSWNQAHENSWEPVKLSWEGTLTDGQKQAAAALTDAIKERQELLVWAVCGSGKTE 152
NTDB id 108 BSU 35470 NP 391427.1 ..SGKNKLYCRSCVMMGRVSEEVPLYSWKEENESNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTE 154
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NTDB id 615 LCA RS02545 WP 011374200.1 MLFQGILVALQKGQRVCLAAPRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDE 215
NTDB id 1159475 QOS64 RS18350 WP 168984791.1 MLFPGIEFALNHGLRVCVATPRTDVVLELLPRLKKAFEKVDVSALYGGSEDKGRLTPLMISTAHQLMRYRDIFDVMIIDE 232
NTDB id 108 BSU 35470 NP 391427.1 MLFPGIESALNQGLRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDE 234
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NTDB id 615 LCA RS02545 WP 011374200.1 VDAFPFVDNPVLATAVEQACKPQCALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGRL 295
NTDB id 1159475 QOS64 RS18350 WP 168984791.1 VDAFPFSADETLRFAVDKARKKNSALVYVTATPSDTLKKKAEAGLLKSVRIPARYHRKPLPEPRFLWCGNWKKKLQKGKL 312
NTDB id 108 BSU 35470 NP 391427.1 VDAFPYSADQTLQFAVQKARKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKI 314
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NTDB id 615 LCA RS02545 WP 011374200.1 PKRLERDCQTYLK.TQQILLFVPQVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVT 374
NTDB id 1159475 QOS64 RS18350 WP 168984791.1 PRSVTDWVRQKLQSQLPVFLFVPSVHVLKKTTDYFQKL..NVRAEGVHAEDTFRKDKVKRFRDGQLDLLVTTTILERGVT 390
NTDB id 108 BSU 35470 NP 391427.1 PPAVKRWIEFHVKEGRPVFLFVPSVSILEKAAACFKGV..HCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVT 392
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NTDB id 615 LCA RS02545 WP 011374200.1 FKNVAVLVLGAEHMVFNEAVLVQIAGRAGRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQRGRRLQSTV 445
NTDB id 1159475 QOS64 RS18350 WP 168984791.1 VPKVQTCVLGAEAPIFTESALVQIAGRTGRHYKYFSGDVVMFHFGITNGMKKAKKHIEHMNKLAQKSKLLD 461
NTDB id 108 BSU 35470 NP 391427.1 VPKVQTGVLGAESSIFTESALVQIAGRTGRHKEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD 463
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